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01 02 Change the group name of Tympanuchus cupido and T. pallidicinctus from Prairie-

Chicken to Prairie-Grouse 

02 04 Treat Cistothorus paludicola as a separate species from Marsh Wren C. palustris 

03 16 Treat Great Horned Owl Bubo virginianus as four species 

04 27 Treat Southern Beardless-Tyrannulet Camptostoma obsoletum as six species 

05 36 Treat Tawny-crowned Greenlet Tunchiornis ochraceiceps as four species 

06 47 Treat Leiothlypis ridgwayi as a separate species from Nashville Warbler L. ruficapilla 

07 53 Recognize the genus Nannus for three species of wren 

08 63 Treat West Indian Woodpecker Melanerpes superciliaris as two or more species 

09 88 Treat Russet-crowned Motmot Momotus mexicanus as two species 

10 97Ш Treat Tufted Flycatcher Mitrephanes phaeocercus as two or three species 

11  131 Subsume Leiothlypis into Oreothlypis 

12  133 Treat Feaôs Petrel Pterodroma feae as two species 

13  141 Treat Yellow Warbler Setophaga aestiva as two species 

14  152 Change the group name of species of Myioborus from Redstart to Whitestart 
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2026-B-1  N&MA Classification Committee   pp. 121-122 

 

Change the group name of Tympanuchus cupido and T. pallidicinctus from Prairie-

Chicken to Prairie-Grouse 

 

Effect on NACC: 

 

If approved, this proposal would dignify the Greater Prairie-Chicken and Lesser Prairie-Chicken 

with improved appellation, promoting consistency among congeners. 

 

Background: 

 

The American Ornithological Society presently recognizes 2,212 species of birds in North and 

Middle America, including adjacent islands (Chesser et al. 2025). Of these, 59 species comprise 

the order Galliformes (gamebirds or landfowl) and, therein, 25 species the family Phasianidae 

(turkeys, grouse, pheasants, and partridges), including the Lesser Prairie Chicken and the 

Greater Prairie Chicken. 

 

Guti®rrez et al. (2000) did a phylogenetic study of grouse (Subfamily Tetraoninae) based on 

mitochondrial DNA sequences, and their results ñstrongly (100% bootstrap) support monophyly 

of a clade consisting of all grouseò; this monophyly includes the Lesser Prairie Chicken and the 

Greater Prairie Chicken, which also share the genus Tympanuchus with Sharp-tailed Grouse. 

 

In short, Lesser and Greater Prairie Chickens are grouse, not chickens, whether discriminated 

by commonly known differences in plumage and morphology, existing taxonomy, molecular 

genetics, or flight. 

 

Regrettably, a first use of the term ñchickenò in association with Lesser and Greater Prairie 

Chickens could not definitively be ascertained, so whether the moniker was intended to be 

pejorative may be lost to time. Nonetheless, itôs incumbent upon us to ask ourselves: are these 

two beautiful wild gamebird species more nobly and correctly referred to as prairie grouse, or, 

upon review, should their name continue to be suggestive of barnyard poultry? 

 

Of the 2,212 species of birds currently recognized by AOS, there are only two listed with 

ñchickenò in their name ï not even the Red Jungle Fowl (Gallus gallus), progenitor of 

domesticated chickens (Gallus gallus domesticus), is called a ñchicken.ò Neither should these 

two prairie grouse be. 

 

Recommendation: 

 

Change the names of the Lesser Prairie Chicken and Greater Prairie Chicken to the Lesser 

Prairie Grouse and Greater Prairie Grouse, respectfully. 
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2026-B-2  N&MA Classification Committee   p. 483 

 

Treat Cistothorus paludicola as a separate species from Marsh Wren C. palustris 

 

Background: 

 

At present, 14 subspecies of Cistothorus palustris (Marsh Wren) are recognized. These broadly 

fall into two evolutionary groups, the paludicola group in the west and the palustris group in the 

east (Kroodsma and Verner 2020). The paludicola group contains the subspecies browningi, 

paludicola, aestuarinus, clarkae, pulverius, plesius, and laingi. The palustris group contains the 

subspecies iliacus, dissaeptus, palustris, waynei, marianae, and griseus. There is an additional 

population in the Mexican highlands, tolucensis, for which information is largely lacking, but the 

song seems most similar to paludicola. Throughout this proposal, we will refer to western 

populations as paludicola and eastern as palustris, as those are the earliest available names for 

each subspecies group. The Marsh Wren has been considered a single species for most of its 

history and is currently considered as such by all global checklists. 

 

New Information: 

 

Vocalizations 

 

The most noticeable differences between paludicola and palustris are in their song structure and 

vocal repertoire, with paludicola learning up to 200 songs and palustris learning up to 50 songs, 

with the songs of paludicola often being more complex in nature (Kroodsma and Verner 2020). 

With respect to vocal differences, the songs of paludicola often begin with introductory ñtukò 

notes, with harsh broad-band sounds being repeatedly given and the song often ending in a 

long trill; the songs of palustris often begin with a nasal buzz, and are relatively more musical 

and tonal and consist of simpler repeated motifs (Fig. 1) (Kroodsma and Verner 2020). There is 

not much quantified with respect to differences in call notes, but a wintering paludicola in central 

Nebraska responded to tapes of calls from Corthylio calendula and strongly to recordings of 

Cistothorus [paludicola] plesius, but showed limited interest in C. p. palustris; thus, work on call 

discrimination and song discrimination in other parts of the range may be warranted (J.C.C. & 

Robin Harding, pers. obs.; https://ebird.org/checklist/S158370150). More information on these 

song divergences, differences, and vocal learning within this system can be found in Kroodsma 

and Verner (2020) and the bibliography therein. 

 

Distribution 

 

Cistothorus paludicola and C. palustris largely segregate into east and west, with a contact zone 

stretching from central Saskatchewan (e.g., near Saskatoon) south-eastwards across the plains 

to east-central Nebraska and Kansas (Fig. 2). 

 

https://ebird.org/checklist/S158370150
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Figure 1. Spectrograms of example western (i.e., paludicola) and eastern (i.e., palustris) wrens in the 

Great Plains (Fig. 1. from Kroodsma et al. 2025). Songs in both populations are highly variable but are 

structurally similar to this example. Note the western bird beginning with tuks and having harsh, broad 

sounds, whereas the eastern bird begins with a buzz and has more fluid, musical songs. The right part of 

the spectrogram is an enhancement of individual motifs from the western and eastern songs to show 

differences in song structure. 

 

 

In the Great Plains of Nebraska, paludicola and palustris segregate geographically, with 

paludicola being widespread in the Nebraska Sandhills and palustris being found in the eastern 

marshes along the Missouri River and in the Rainwater Basin (Kroodsma 1988, Kroodsma and 

Verner 2020, Silcock and Jorgensen 2025). Kroodsma (1988) identified a ñWrenless Corridorò in 

central-eastern Nebraska that was ca. 100 km wide separating these two populations, with 

almost all birds singing the ñcorrectò song type for the side of the corridor on which they were 

located. This led him to posit that the two groups may be behaving as species in this region, 

raising questions about interaction dynamics in the other major contact zone in the Canadian 

Prairie Provinces. Interestingly, the Wrenless Corridor seems to extend further south into 

Kansas, where large marshes like Cheyenne Bottoms and Quivira lack major nesting 

populations of Cistothorus (the high count for Cheyenne Bottoms on eBird between June and 

July is five individuals in 2016, and there are no counts over 3 individuals in the Quivira region 

for this date range; Fig. 3) (eBird 2012). 
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Figure 2. The breeding distributions of Cistothorus paludicola and C. palustris with subspecies names 

noted. Subspecies names are placed over the approximate area in which they are found or in adjacent 

areas offshore for coastal populations (Kroodsma and Verner 2020). Color schemes of polygons align to 

other figures, with green being populations of C. paludicola and brown populations of C. palustris. Note 

that these boundaries are approximate, and more research may be needed in some areas (e.g., western 

Texas). Prepared with QGIS 3.38.3 (QGIS Development Team 2025). 

 

 
 

Figure 3. A screenshot from eBird of Cistothorus palustris data from June and July centered on Nebraska 

(left) with a screenshot of the distribution of C. palustris from Birds of Nebraska Online (right). In both 

maps, the western (left) populations are C. paludicola plesius and the eastern (right) populations are C. 

palustris iliacus. The ñWrenless Corridorò is visible in the eBird map as a lack of sightings and is shown on 

the Birds of Nebraska Online map as a dashed line up the center of the map; also note that the Birds of 

Nebraska Online map shows that C. paludicola plesius will occasionally winter or occur year round along 

the western Platte River, whereas C. palustris iliacus does not appear to winter in the state. The maps 

show the approximate location of Goose Lake, the only place both C. paludicola and C. palustris are 

known to breed, as a star. 



т 

 

In the early 2010s, this area was resurveyed by Robbins (2014), with efforts made to revisit the 

sites of Kroodsma (1988) and additional marshes in the area. This work not only confirmed the 

absence of wrens in many marshes on the eastern edge of the Sandhills, but also identified a 

singular locality, Goose Lake, where paludicola and palustris breed side-by-side (Fig. 4) 

(Robbins 2014). Despite these populations being somewhat dynamic, with marshes not being 

occupied all years, the contact zone is remarkably stable within this region across this ca. 25-

year period (Kroodsma 1988, Robbins 2014). 

 

 
 

Figure 4. A copy of Figures 1 from Kroodsma (1988) at left and Robbins (2014) at right, showing the 

locations of paludicola (localities 1-6 on left; dark triangles on right) and palustris (localities 7-11 at left; 

open circles at right), with a star indicating the only location of co-occurrence, Goose Lake, found by 

Robbins (2014). All locations marked with an ñXò in the map at right were surveyed but no Cistothorus 

were found. The Sandhills and other minor outlying sandhill landforms are marked with shading in the 

map at right. Note especially the stability of the distributions in these maps, with localities and the 

ñWrenless Corridorò remaining virtually unchanged between these publications. 

 

 

Although this Wrenless Corridor apparently exists in Nebraska and surrounding states, there is 

a broad area of overlap between paludicola and palustris in the prairie provinces of Canada. 

Over about 180 km of prairie, marsh populations go from being 100% palustris (i.e., 0% 

paludicola) to < 10% palustris (i.e., > 90% paludicola), indicating that turnover occurs between 

these taxa in this region (Kroodsma and Verner 2020). 

 

These taxa also exhibit different migration routes. Both groups, paludicola and palustris, contain 

resident coastal populations and interior and more northerly breeding migratory populations. 

Migratory populations, however, likewise split the continent east-and-west, with paludicola 

wintering in the interior of southwestern North America and palustris wintering in southeastern 

North America (Kroodsma and Verner 2020). Interestingly, paludicola apparently winter further 

north in the interior, with most winter Cistothorus in Nebraska belonging to this populations and 

not palustris (Silcock and Jorgensen 2025). 

 

Plumage & Phenotype 

 

Cistothorus paludicola and C. palustris are highly variable across their range, but there appear 

to be consistent phenotypic differences: paludicola is often grayer and duller than palustris 

where their distributions meet. It is worth noting that what is listed here are generalities based 

on a small sample size of specimens available to us, and more research is needed on whether 
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these traits can consistently separate these taxa across their distributions. Overall, C. palustris 

iliacus, the Eastern population in Nebraska, appears to be a darker chestnut color with a dark 

cap (Fig. 5) with a white ñeyelineò appearing more noticeable due to the stark contrast of the 

cap. The back and flanks of palustris tend to have hints of red within their plumage. The 

plumage of C. paludicola pulverius, a slightly more western population of C. paludicola, is a 

lighter sandy brown color with a lighter and less prominent colored cap. The white supercilium 

on this group is somewhat prominent, but due to a lighter cap, the eyeline may blend in more 

with the cap plumage. The barring on the tail is very prominent in the paludicola group, 

whereas, in the palustris group, the barring tends to blend into the base colors since they are a 

deep brown and red. On the underside of palustris, the red/brown plumage covers the flanks 

and stretches into the underside of the bird. The sandy-colored paludicola typically has a clean 

underside with limited coloration. Lastly, the legs on palustris are a richer red/brown compared 

to the paludicola group, which has lighter colored legs. Prealternate molt is potentially a major 

difference as well, as paludicola rarely or incompletely undergoes a prealternate molt, whereas 

palustris undergoes a complete prealternate molt (Kroodsma and Verner 2020). 

 

 
 
Figure 5. A compilation of representative specimens from the Smithsonian Institution. The top row (from 

left to right) shows top, side, and underside views of Cistothorus palustris iliacus (type specimen of 

synonymized ñcryphiusò; USNM 259563 from Blackmer, North Dakota, USA). The bottom row shows top, 

side, and underside views of C. paludicola pulverius (type specimen listed online under plesius; USNM 

262472 from Sprague, Washington, USA). Note the richer reddish-brown plumage of palustris, with the 

prominent cap and less obvious barring on the tail. Photos are listed under the Public Domain. 
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Genomics and the Canadian Hybrid Zone 

 

Genomic data from the Canadian contact zone indicates large genetic differences between 

paludicola and palustris (Kroodsma et al. 2026). Specifically, this research found that, although 

songs are learned and either population can learn any song, birds in the > 400 km wide contact 

zone nearly always learn the song that corresponds to their genetic group, and that there is near 

complete turnover between eastern and western song types across this contact zone (Fig. 6). 

 

 
 
Figure 6. Part of Figure 2 from Kroodsma et al. (2025) showing the transition from mostly western (Site 2) 

to mostly eastern (Site 5) birds in Saskatchewan. 

 

 

These genetic groups are well differentiated, with an FST of 0.61 which is ñpotentially the highest 

between any lineages that form a hybrid zone in the North American Great Plainsò (Kroodsma et 

al. 2026) (Fig. 7). For comparison, the FST between Icterus bullockii and I. galbula is 0.16 (Walsh 

et al. 2020, Kroodsma et al. 2026). Few hybrids were found, and those that were detected were 

mostly from recent hybridization (i.e., F1) or backcrossing, as there is evidence of introgression 

for these hybrids back into parental populations (Fig. 8). However, there is little evidence of F2 

hybrids or of a hybrid swarm; thus, while some genes are moving across the hybrid zone, the 

populations are maintaining their separate identities, likely due to assortative mating. There are 

strikingly fewer hybrids than are found in complexes like the Icterus bullockii and I. galbula 

complex, where up to 41% of individuals in some parts of the contact zone were F1 or F2 

hybrids (Walsh et al. 2020, Kroodsma et al. 2026). 
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Figure 7. A copy of Figure 5 from Kroodsma et al. (2025) showing genomic differences between western 

(green, left) and eastern (brown, right) birds. At sites where hybridization occurs, there are still birds that 

largely fall on one side of the genomic divide, and there is not a broad spectrum of hybrids across the 

zone. Importantly, sections C and D show the maintenance of two distinct song types in all parts of the 

zone, even when hybrids are present. 

 

Furthermore, birds of both paludicola and palustris actively defend territories not just against 

conspecifics but also against their congeners in the same marsh. Despite recognizing both 

types of songs and defending against them, very few birds have learned both types of songs 

and hybrids appear to be rare, evidence of strong prezygotic reproductive barriers related to 

vocal behavior (Fig. 9). Within Kroodsma et al.ôs (2025) study, they found that, among 9 birds 

singing both types of songs, 6 of them had 100% palustris genotypes, possibly contributing to 

observed directional selection of  
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Figure 8. A triangle plot of hybrid indices for western paludicola and eastern palustris in the Canadian 

hybrid zone. Note that there are few individuals that could be considered F2, and there is more evidence 

of backcrossing into the eastern population than into the western population. From Figure 6 in Kroodsma 

et al. (2025). 

 

 

palustris alleles into paludicola populations (see structure plots, Fig. 7). (Importantly, birds with 

eastern genotypes could sing both songs or be intermediate, ñbut no birds é possessed 

western ancestry and eastern song phenotypeò (Kroodsma et al. 2026). Kroodsma et al. (2025) 

also discuss the different migrations of these populations, noting that western birds arrive and 

breed earlier than eastern birds, adding to the breeding segregation occurring between these 

groups in sympatry. 

 

Furthermore, birds of both paludicola and palustris actively defend territories not just against 

conspecifics but also against their congeners in the same marsh. Despite recognizing both 

types of songs and defending against them, very few birds have learned both types of songs 

and hybrids appear to be rare, evidence of strong prezygotic reproductive barriers related to 

vocal behavior (Fig. 9). Kroodsma et al. (2025) found that, among 9 birds singing both types of 

songs, 6 of them had 100% palustris genotypes, possibly contributing to observed directional 

selection of palustris alleles into paludicola populations (see structure plots, Fig. 7). (Importantly, 

birds with eastern genotypes could sing both songs or be intermediate, ñbut no birds é 

possessed western ancestry and eastern song phenotypeò (Kroodsma et al. 2026). Kroodsma 

et al. (2025) also discussed the different migrations of these populations, noting that western 

birds arrive and breed earlier than eastern birds, adding to the breeding segregation occurring 

between these groups in sympatry. 
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Figure 9. Copies of Figure 3 (top) and Figure 4 (bottom) from Kroodsma et al. (2025) showing the 

classifications of songs from the hybrid zone. In the left plot, note that eastern and western birds are 

mostly discrete across the entire contact zone, and that intermediates are rare. In the right plot, note that 

the amount of eastern starting buzz or western ending buzz in the song changes drastically and quickly 

across the hybrid zone. 
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Recommendations: 

 

We are asking the committee to vote on three parts of this proposal: (A) whether to split these 

wrens, (B) whether to change their English names to Eastern and Western Marsh Wren, and (C) 

whether Marsh Wren should be hyphenated as Marsh-Wren. We recommend a YES vote on all 

parts of this proposal for the following reasons. 

 

Species limits 

 

We strongly recommend a YES vote elevating Cistothorus paludicola to species rank. There are 

clear differences between these populations with respect to vocalizations, distribution, 

genomics, and phenotype (i.e., with respect to molt). It is likely that these birds have only been 

considered conspecific until now because they are visually similar to the human eye. Although 

paludicola and palustris do hybridize, they are clearly undergoing strong selection for 

assortative mating in areas of overlap (as evidence by genomic analyses, paucity of F1 hybrids, 

and near lack of F2 hybrids), with birds selecting for mates of the same genomic ancestry. The 

hybridization is not enough to ñmergeò these overlapping populations, and the predilection of 

these song-learners to learn only the song of their parent population in this region suggests that 

there is strong selection against hybridization. Furthermore, in the other region of contact 

(Nebraska), the contact zone (or lack thereof) has been stable for decades, with many areas of 

seemingly suitable habitat in geographically intermediate areas remaining devoid of either 

population and only one site being known for having both populations breed. Interestingly, 

paludicola and palustris appear to exhibit different dynamics in their two different contact zones, 

and these zones occur with different described subspecies of paludicola (laingi in the north, 

plesius in the south). 

 

Our one hesitation is what this split would mean for tolucensis. This population appears to start 

with introductory ñtuksò and have broad, harsh sounds across the song (see https://xeno-

canto.org/290130), thus we think it can be placed within paludicola at present. While not 

mentioned explicitly, Figure 2A in Kroodsma et al. (2025) (shown in Figure 2 herein) also shows 

the Mexican population as being part of paludicola. Therefore, a YES vote would elevate 

Cistothorus paludicola (including all subspecies mentioned in the introduction and tolucensis) to 

species rank separate from C. palustris (Fig. 2). 

 

PART A: Should Cistothorus paludicola be considered a species separate from C. palustris? 

 

A YES vote would elevate Cistothorus paludicola to species rank. 

A NO vote would maintain the status quo. 

 

English names 

 

We strongly recommend a YES vote to change the names to Eastern Marsh Wren and Western 

Marsh Wren. The names ñEastern Marsh Wrenò and ñWestern Marsh Wrenò were suggested by 

Kroodsma et al. (2025) and have been used elsewhere (Kroodsma and Verner 2020). As much 

as we dislike simply prepending modifiers to names when species are split, Eastern Marsh 

Wren and Western Marsh Wren make the most sense in this case, are useful for identification 

over most of the range, and compliment Eastern and Western Warbling Vireo and Eastern and 

https://xeno-canto.org/290130
https://xeno-canto.org/290130
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Western Wood-Pewee nicely. Unlike the Grass Wren complex, there are no good alternatives to 

change these birdsô names to (unless something like ñVerbose Wrenò would be favored for 

paludicola, but then what would palustris become?). 

 

PART B: Should the modifiers ñEasternò and ñWesternò be prepended to the English names to 

separate these taxa? 

 

A YES vote would result in Eastern Marsh Wren and Western Marsh Wren. 

A NO vote would result in the search for different English names. 

 

Marsh Wren vs. Marsh-Wren 

 

We strongly recommend a YES vote to change Marsh Wren to Marsh-Wren. We would argue 

that the name Marsh Wren be hyphenated as Marsh-Wren as these birds are extremely similar 

to each other, appear to be each otherôs closest relatives, and they represent an interesting 

habitat-bird name combination similar to Wood-Pewee. Marsh can also be a personôs name and 

ñWestern Marshò could be seen as the linked terms rather than ñMarsh Wrenò. Furthermore, 

should future research indicate tolucensis merits species status, this could also be a ñMarsh-

Wrenò (i.e., ñMexican Marsh-Wrenò) and the term would indicate broader monophyly within this 

clade of Cistothorus. For these reasons, we strongly recommend the group name Marsh-Wren. 

 

PART C: Should the names be altered to ñMarsh-Wrenò from ñMarsh Wrenò? 

 

A YES vote would result in the hyphenated ñMarsh-Wrenò. 

A NO vote would result in no hyphen in ñMarsh Wrenò. 
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2026-B-3  N&MA Classification Committee   pp. 257-258  

 

Treat Great-horned Owl Bubo virginianus as four species 

 

Note: This is a modified version of SACC Proposals 1052 and 1063. SACC 1052 consisted of 

five parts: (A) Maintain broadly defined B. virginianus; (B) Treat magellanicus as a separate 

species from B. virginianus; (C) Treat nigrescens as a separate species from North American B. 

virginianus, irrespective of the formerôs status with respect to magellanicus; (D) Treat nigrescens 

as a subspecies of B. magellanicus; (E) Treat B. nacurutu as a separate species from B. 

virginianus, which would then be restricted to North and Middle America. Three of these passed 

(Part A failed 0-9, Part B passed 9-0, Part C passed 8-1, Part D failed 0-9, and Part E passed 8-

1), resulting in the recognition of three new species (in addition to B. virginianus). Following the 

adoption of the English names approved in SACC 1063.1, these three species are Paramo 

Horned Owl B. nigrescens, Tropical Horned Owl B. nacurutu, and Magellanic Horned Owl B. 

magellanicus. SACC did not address the question of an English name for the restricted version 

of Great Horned Owl Bubo virginianus. 

 

Background:  

 

Proposal 328 was a first attempt laid out before SACC to change the taxonomy of Great Horned 

Owl (Bubo virginianus) in splitting off the austral form B. (v.) magellanicus as its own species. 

The complex had first been reviewed by Traylor (1958), who laid out the distribution and known 

taxonomy of the South American populations, with a northern Andean subspecies (nigrescens, 

type locality: ñCechceò <sic: Ceche, Chimborazo; Paynter 1993>, Ecuador), a southern Andean 

and Patagonian subspecies (magellanicus, type locality: Tierra del Fuego), a lowland savanna 

subspecies (nacurutu, type locality: Paraguay; including scotinus from Caicara, R²o Orinoco, 

Venezuela, and elutus from Lorica, Bol²var, Colombia), and a caatinga form (deserti from 

Salitres, near Joazeiro, Bahia, Brazil). As Mark Robbins has laid out the situation of the 

taxonomy of the group in the previous proposal, I wonôt run over it much further here. However, 

largely due to a set of confounding recordings by Ted Parker from the northern Andes of Peru 

(Cerro Cruz Blanca, Piura) associated with a specimen at LSU (LSUMZ 97577) that has been 

identified as ñBubo virginianus nigrescens?ò (see images), the SACC rejected the proposal at 

the time. These recordings seemed to represent a population of Bubo in the Andes of northern 

Peru that shared both ñnorthernò and austral song types. 

 

Since then, multiple authorities have supported the split, including Clements/eBird checklist 

(Clements et al 2025), IOC checklist (Gill et al. 2025). This split within the American Bubo has 

been proposed by various authors due to the distinctive song and smaller size of the austral B. 

(v.) magellanicus (e.g., Koenig et al. 1999, Jaramillo 2003, Pearman and Areta 2020) in 

comparison to the geographically nearby lowland form B. v. nacurutu, particularly because of no 

habitat or elevational overlap between the two despite very close proximity in Argentina (see 

comments by Jaramillo in Prop 328). The first publication on the genetics of the complex 

(Ostrow et al. 2023) showed a deep branch between B. (v.) magellanicus (including samples 

from as far north as the Andes of Peru) and the remainder of the B. virginianus complex, though 

not without some messiness. So, it is time for SACC to re-evaluate the situation. 

 

https://www.museum.lsu.edu/~Remsen/SACCprop328.htm
https://www.museum.lsu.edu/~Remsen/SACCprop328.htm
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Analysis:  

 

At the time that Mark drew up Proposal 328, we had been stymied by the absence of better 

voice and genetic specimen sampling along the northern Andes. Since that time, two papers 

have reviewed both the vocalizations of the American Bubo (L·pez-Lan¼s 2015) and the 

genetics (Ostrow et al. 2023). Both have supported the split of B. magellanicus from B. 

virginianus but have not suggested any further changes to the taxonomy within the latter. In 

addition, new recordings, from Ecuador and Colombia, have been added to Macaulay Library 

(see below). I will discuss the voice and the molecular studies separately below. 

  

Voice:  

 

So, to assess is each of these new papers. L·pez-Lan¼s (2015) did an exhaustive analysis of 

the vocalizations of all populations of the Bubo virginianus complex from Alaska and Canada 

south to Tierra del Fuego using online sound archives (Macaulay Library and Xeno-canto). He 

concluded that there were five song types represented: (1) the widespread North American 

voice (hereafter called ñvirginianusò), (2) the Patagonian magellanicus, (3) savana nacurutu, (4) 

northern Andean nigrescens, and (5) also considered the Parker recordings mentioned above to 

represent an undescribed sixth voice type (which he called ñ¤®cuò and which he proposed to be 

an undescribed taxon). Interestingly, the virginianus voice is very strongly conserved throughout 

North America and is diagnosably different in pattern (sex for sex) from both nacurutu and 

nigrescens. I should point out, that in L·pez-Lan¼sô study, the least-represented population in 

the sound collections he checked was nigrescens with N=4. Since that time, additional 

recordings have been archived, particularly in Macaulay Library, and these are key to the 

situation with nigrescens and magellanicus. Importantly, these recordings include several duets, 

which apparently are the circumstance when nigrescens gives the puttering series that Parker 

recorded in Piura and that is so similar to magellanicus. These recordings of the puttering duet 

span the distribution of nigrescens from the Eastern Andes of Colombia to Piura, Peru: 

  

ML cuts of B. v. nigrescens giving puttering notes like B. magellanicus: ML616192787 

(Cundinamarca, Colombia), ML307206661 (Azuay, Ecuador), ML582374191 (Ca¶ar, Ecuador), 

ML573946951, ML617182690 (Pichincha, Ecuador), ML21879, ML21880, ML21890 (Piura, 

Peru). See map figure. 

 

It is this song type that L·pez-Lan¼s (2015) considered his ñnewò voice ñ¤®cu!ò Apparently, it is 

actually a representative song type over the entire distribution of B. v. nigrescens, and this may 

require a new view on the relationships of that taxon. 

 

https://macaulaylibrary.org/asset/616192787
https://macaulaylibrary.org/asset/307206661
https://macaulaylibrary.org/asset/582374191
https://macaulaylibrary.org/asset/573946951
https://macaulaylibrary.org/asset/617182690
https://macaulaylibrary.org/asset/21879
https://macaulaylibrary.org/asset/21880
https://macaulaylibrary.org/asset/21890
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Genetic analysis:  

 

Ostrow et al. (2023) used both nuclear UCEs and mtDNA over a large area of both the North 

and South American distribution of the Bubo virginianus complex, although I should note that 

North American samples greatly outnumbered South American; some specimens were strictly 

sampled from toepads (including 2 nigrescens and 2 magellanicus). The sample sizes of the 

South American taxa were reported as: nigrescens 3, nacurutu 1, magellanicus 6. However, I 

must point out that one of the ñnigrescensò (a toepad sample) was from La Guajira, Colombia, 

and therefore was actually a nacurutu. This translates to an actual sample of nigrescens 2, 

nacurutu 2, and magellanicus 6. In Ostrow et al. (2023), this misidentification resulted in 

nigrescens being paraphyletic in their Figure 2 (all samples) which is a maximum-likelihood 

UCE tree, with the La Guajira sample being sister to the ñsingleò nacurutu sample, although this 

now makes sense as both samples were nacurutu. I will point out that no southern nacurutu 

(which are closer to the type locality) were sampled, so it would be useful to know how much 

structure there is within the taxon, particularly between northern and southern populations. 
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On the ñall samplesò tree, the nacurutu branch comes out within the North American virginianus 

group among samples that are largely from the southwestern USA and Middle America. Sister to 

the North American/nacurutu group is nigrescens, with magellanicus sister to this entire clade. 

In the ñfresh tissues onlyò tree of Figure 2, the North American clade is sister to nacurutu (so: 

the two are monophyletic with respect to one another) with nigrescens sister to them and 

magellanicus sister to that entire clade. Figure 3 of Ostrow et al. is a maximum-likelihood tree 

using mtDNA. This tree has the North American virginianus as a monophyletic clade with its 

sister being nigrescens and a specimen of magellanicus (from Lima, Peru). Sister to these 

clades is nacurutu (including the misidentified ñnigrescensò), and finally, the branch with the 

remainder of magellanicus. Ostrow et al. (2023) concluded that there was still gene flow 

between nigrescens and magellanicus (both Andean taxa) in Peru, and also (some gene flow 

between one of the nigrescens (Cauca, Colombia) and North American birds (!). 

 

These genetic results have me scratching my head a bit: the trees presented in the main paper 

of Ostrow et al. (2023) seem not to have concordant branching among the North American 

birds, nacurutu, and nigrescens, but all or the bulk of magellanicus is always sister to that entire 

clade. But the positions of nacurutu and nigrescens with respect to the North American birds 

switch depending on the tree, and a Peruvian magellanicus is on the nigrescens branch on the 

mtDNA maximum-likelihood tree. I canôt imagine that nigrescens and North American birds are 

currently experiencing gene flow across the Darien (nor have they in a long time!). 
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Recommendation:  

 

The publications since Proposal 328 have made a bit of a hash of the distribution and taxonomy 

of the complex, in part because of errors in assigning names to populations, in part due to 

missing data that have since become available. The voice and phylogenetic placement of B. 

magellanicus with respect to the rest of the B. virginianus complex seems to make a strong 

argument that it should be recognized as a separate species. However, there appears to be 

molecular evidence of continuing gene flow between magellanicus and nigrescens in Peru AND 

the vocal repertoire of nigrescens actually contains the puttering component that makes 

magellanicus so distinctive as to result in its split by so many authorities! So, if the gene flow 

between the two taxa is real, why arenôt they on a single branch apart from the remainder of the 

complex? Could it be a sampling artifact?. Finally, even though nacurutu and nigrescens are 

both later branches off the main B. virginianus tree with respect to B. magellanicus, each clade 

has distinctive voices compared to the virginianus voice, and neither is actively experiencing 

gene flow with populations of the North American virginianus group (the separation between 

nigrescens and the nearest virginianus is between the Central Andes of Colombia and Costa 

Rica, and similarly between nacurutu in the lowlands of northern Antioquia, Colombia, and 

Costa Rica). My gut feeling is that we should divide up the B. virginianus complex into four 

species: B. virginianus (all taxa south to Panama), B. nacurutu (lowlands of South America, 

including the populations named scotinus, elutus, and deserti, the validity of which remain to be 

reviewed), B. nigrescens (Andes of Colombia to Piura, Peru), and B. magellanicus. Either this or 

continue to maintain the full group as one species, as it seems that nigrescens and 

magellanicus share the ñdistinctiveò puttering that has been the main character used to separate 

the latter from the remaining complex, and that Ostrow et al. found evidence of continuing gene 
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flow between the two in Peru. Comprehension of the molecular results of Ostrow et al is not 

exactly in my wheelhouse, so I will leave it to those on the committee who can address them 

better and how best to vote. So, these are the options I see: 

  

A. Maintain Bubo virginianus with all of the South American populations within it until their 

relationships are better understood (this seems the least helpful, I recommend NO). 

 

B. Separate B. magellanicus from the remainder of B. virginianus (this seems the favored 

stance by most other authors and lists, but leaves some mess swept under the rug, I 

recommend YES). 

 

C. Separate nigrescens from North American B. virginianus, irrespective of the formerôs status 

with respect to magellanicus (vocal and molecular datasets support this. I recommend YES). 

 

D. Consider nigrescens a subspecies of B. magellanicus (there is evidence of some genetic flow 

between them, and vocally the two share the puttering vocalization, but it seems to be given 

under different circumstances within each. We donôt have much information on what sort of 

contact zone there is between the two in Peru. Given that Ostrow et al. do not have any trees 

showing nigrescens to be monophyletic with respect to magellanicus, however, I think this may 

not be the right move. I weakly suggest NO). 

 

E. Also separate B. nacurutu from B. virginianus, now restricted to North and Middle America 

(given the voice distinctions, especially compared to the surprising conservativeness within 

North American populations, I am inclined to recommend YES). 

 

English Names: 

 

SACC adopted the following English names for the newly elevated species: 

 

Paramo Horned Owl for B. nigrescens 

Tropical Horned Owl for B. nacurutu 

Magellanic Horned Owl for B. magellanicus 

 

Because the new classification restricts B. virginianus to Central and North America, SACC did 

not address the question of whether to retain the English name Great Horned Owl for this 

species. It is here recommended that the familiar and long-standing name Great Horned Owl be 

retained for the Central and North American species on the grounds of differential usage and, to 

some extent, relative range size. 

 

See https://www.museum.lsu.edu/~Remsen/SACCprop1063.htm for SACCôs discussion of 

English names. 
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____________________________________________________________________________ 

  

SACC comments on Proposal 1052: 

 

Vote tracking chart: https://www.museum.lsu.edu/~Remsen/SACCPropChart1044-.htm 

  

Comments from Stiles: ñA. NO. Clearly at least two species are well defined genetically, vocally 

and phenotypically. B. YES: the easiest choice; magellanicus is clearly separate from all the 

rest. C [now E]. YES to also splitting off nacurutu and nigrescens as good species. In going over 

the distributions of all of these taxa in several recent guides and other treatments, I was 

surprised at the wide distribution of nacurutu, which extends from the entire Caribbean region of 

NE Colombia through NC Colombia into NW to NE Venezuela, and also extends through the 

entire region of the Llanos in both countries (if nothing else, this form was severely under-

sampled in the genetic studies). It is nearly everywhere a lowland species (ca. 0-600m 

elevations, although it might reach higher in extreme NE Venezuela). On the other hand, 

nigrescens is entirely montane in its distribution in S Colombia in the Eastern and Central Andes 

(and the Western Andes as well?) at elevations of 2500-4000m, south in the Andes through 

Ecuador to NE Per¼ (and Bolivia?). This species is absent from Venezuela, and there might be 

some overlap with the range of nacurutu in Colombia but the two occupy widely different 

https://www.birds.cornell.edu/clementschecklist/download/
https://doi.org/10.2173/bow.grhowl2.01.1
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elevations (and given their different ecologies, vocalizations and genetics, gene flow between 

them would seem highly unlikely in the recent past).ò 

  

Comments from Krabbe: ñMy votes are: 

A: NO 

B: YES (split magellanicus from virginianus) 

C: YES (split nigrescens from virginianus) 

D: NO 

E: YES (split nacurutu from virginianus). 

  

ñAfter listening carefully through the vocal material, I must agree with Dan that the Piura 

recordings (ML21879, ML21880, ML21890) are typical of nigrescens in both hoots and the 

context of the puttering series. Recordings from Cajamarca (XC139660) and Lima 

(ML54603211, XC215522) are like recordings of magellanicus from Chile and Argentina. 

  

ñBesides the Piura recordings, I thus concur with L·pez-Lan¼s (2015) in that there are 4 vocal 

groups: virginianus, magellanicus, nigrescens and nacurutu. As voice appears to be similar 

throughout the ranges of each group, it makes sense to rank all four as biological species, 

which is also in general agreement with the phylogenetic trees. Despite the mitochondrial tree 

suggesting some gene flow between magellanicus and nigrescens, the fresh tissue UCE tree 

places all four in separate branches.ò 

  

Comments from Areta: ñThe conflictive nigrescens (USNM 368745) from Guajira, Colombia, that 

falls as sister to nacurutu (KU 90879) in both the UCE and mtDNA trees in Ostrow et al. (2023) 

can be explained away because this bird IS nacurutu and not nigrescens (based on geography, 

altitude, and habitat). Once this is accepted, then the only oddball seems to be the placement of 

a magellanicus sample from óPeru, Limaô (MSB 35949; where exactly from?) as part of the 

nigrescens clade in the mtDNA tree, while this sample is well embedded within the magellanicus 

clade in the UCE dataset. Whether this is true mitonuclear discordance or there is some other 

explanation, I donËt know, but at any rate, the UCE tree solidly places this bird in the 

magellanicus clade, which would seem to make the most sense biogeographically (we also 

donËt know how this specimen looks). 

ñThe differences in vocalizations between virginianus and nacurutu are constant but IËd say not 

dramatic, and the same applies to vocalizations of nigrescens and magellanicus. When taken in 

conjunction, the patterns of geographic replacement/parapatry, the differences in plumage, 

phylogenetic relationships, and vocalizations as described by L·pez-Lan¼s (2015) and further 

clarified by Dan, tip the scale towards the recognition of four species-level taxa. Much remains 

to be done to clarify the extent (if any) of gene flow between the taxa indicated in Ostrow et al. 

(2023), and whether past hybridization has played any role in the vocal features found in 

nigrescens. Its jumping phylogenetic position depending on the markers and samples analysed, 

and the vocal features shared with magellanicus are intriguing, and this looks like an interesting 

research question integrating fieldwork and genomics. 

ñA: NO - It seems untenable to have a single species 

ñB: YES (split magellanicus from virginianus) 

ñC: YES (split nigrescens from virginianus) 

ñD: NO - It is not such an easy call, but the phylogenetic trees have never recovered nigrescens 

as more closely related to magellanicus 
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ñE: YES (split nacurutu from virginianus)ò 

  

Comments from Naka: ñI agree that genetics look messy, but I generally agree with the novel 

proposal, as follows:  

  

ñA: NO, it's time to deal with this species. 

ñB:YES (split magellanicus from virginianus), easy. 

ñC: YES (split nigrescens from virginianus) 

ñD: NO 

ñE: YES (split nacurutu from virginianus), for now. I wonder if further splitting will be necessary 

from tropical lowland South America.ò 

  

Comments from Robbins: ñ 

ñA. NO, clearly more than one species is involved based on vocalizations and genetic data. 

ñB. YES for recognizing magellanicus as a species based on voice and genetic data. Yes, the 

contact zone between it and nigrescens as well as potentially magellanicus with southern 

nacurutu need to be examined (in the development of the project, I pointed out to Ostrow that 

several key samples should be incorporated in the study that ultimately werenôt). 

ñC. YES for recognizing nigrescens as a species despite sampling issues as mentioned above. 

ñD. NO, see comments above. 

ñE. YES. Iôm more on the fence regarding this recommendation. Despite mislabeling (I pointed 

out to Ostrow that La Guajira, Colombia sample was mis-labeled prior to publication), much 

more genetic sampling of nacurutu (see my comments under B) is needed throughout its range. 

Nonetheless, based on available vocal data it appears nacurutuôs voice is consistently distinct 

from populations north of South America. So, I support recognition of nacurutu as a species.ò 

  

Comments from Stiles: ñA. NO. B.YES; C.YES; D. NO; E. YES.ò 

  

Comments from Remsen: ñThe vocal data are convincing to me that the best taxonomic 

assessment of this complex is to treat them as at least three species. I am seriously concerned 

with the nagging problems pointed out by Dan with respect to species rank for nigrescens and I 

am tempted to vote against species rank for nigrescens until these details are worked out. On 

the other hand, if better sampling does suggest free gene flow between them, then we can 

repeal the decision to treat them as separate species. The deciding factor to vote for separate 

species rank is the point made by Dan in terms of the homogeneity in virginianus vocalizations 

despite remarkable geographic variation in plumage and habitat, so by a yardstick comparison, 

consistent vocal differences despite some shared motifs argues for species rank. Therefore, my 

votes conform to those of all voters so far: A. NO. B.YES; C.YES; D. NO; E. YES.ò 

  

Additional comments from Stiles: ñD. NO to considering nigrescens as a subspecies of 

magellanicus. Data on genetics and ecology now available favor considering nigrescens as a 

separate species.ò 

  

Comments from Zimmer: ñ 

ñA. NO. Evidence for recognizing at least two species within this complex is overwhelming. 

ñB. YES. As Gary says, this is an easy choice, based upon genetic, phenetic and vocal 

differences. 
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ñC. YES. The sharp break in vocal differences, along with the molecular data supports this. 

ñD. NO. This one is the toughest call, given that the two taxa share the distinctive ñputteringò 

call, and that there is at least some evidence for some gene flow, but, ultimately, I am 

persuaded that these two are different beasts, by voice, plumage and ecology. 

ñE. YES. As noted by others, the vocal distinctions between nacurutu and North/Central 

American virginianus are not particularly impressive, but they are consistent, and when 

compared to the conserved nature of vocalizations of virginianus throughout North & Central 

America, I think this is enough to justify recognition as separate species.ò 

  

Comments from Claramunt: 

ñA. NO. Redundant option. 

ñB. YES. This is well-supported by vocal and genetic data. 

ñC. NO. Given the modest differentiation in song and the ambiguous genetic data, I think itôs 

better to keep nigrescens in the virginianus complex.  

ñD. NO. The genetic data clearly show that nigrescens is closer to the main virginianus complex, 

not to magellanicus. There may be some signal of ancestral gene flow between nigrescens and 

magellanicus but seems minimal, if not entirely artifactual. The sharing of ñputteringò notes may 

be ancestral to the group and not indicative of relationships. 

ñE. NO. There is not much evidence that nacurutu has separated from virginianus genetically. 

Plumage and song differences are subtle.ò 
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2026-B-4  N&MA Classification Committee   p. 374 

 

Treat Southern Beardless-Tyrannulet Camptosoma obsoletum as six species 

 

Note: This is a modified version of SACC Proposals 1039 and 1062. SACC 1039 consisted of 

five parts: (A) Treat sclateri as a separate species from C. obsoletum; (B) Treat pusillum as a 

separate species from C. obsoletum; (C) Treat caucae as a separate species from C. 

obsoletum; (D) Treat napaeum as a separate species from C. obsoletum; (E) Treat flaviventre 

as a separate species from C. obsoletum. All of these passed (Parts A, B, and D passed 8-1, 

and Parts C and E passed 6-3), meaning that the C. obsoletum complex now consists of six 

species. English names for these species were adopted in SACC 1062. The six species are 
Panama Beardless-Tyrannulet C. flaviventre, Cauca Beardless-Tyrannulet C. caucae, 

Venezuelan Beardless-Tyrannulet C. pusillum, Pacific Beardless-Tyrannulet C. sclateri, 

Amazonian Beardless-Tyrannulet C. napaeum, and Southern Beardless-Tyrannulet C. 

obsoletum. Note that although SACC voted on an English name for C. flaviventre, this species 

occurs only in Panama and southwestern Costa Rica. Therefore, we should consider Panama 

Beardless-Tyrannulet as only a suggestion for the English name of C. flaviventre, albeit a good 

one that had strong support from SACC and that mirrors the geographic names adopted for the 

other five species. 

 

Background: 

 

Camptostoma obsoletum currently comprises 13 subspecies taxa distributed across Central and 

South America, from Costa Rica to Uruguay. Fragmentary vocal and genetic evidence suggests 

that it may include multiple biological species (Ridgely and Tudor 1994, Ridgely and Greenfield 

2001, Rheindt et al. 2008). However, current taxonomy remains entirely based on subtle 

variations in plumage and morphology, which are unlikely to reflect true species limits in this 

group (Fitzpatrick 2004). 

  

New Information: 

 

A newly published analysis of geographic vocal variation in the genus Camptostoma, based on 

1,113 recordings of vocalizations from 994 individuals across 783 localities, identified six vocally 

distinct populations within C. obsoletum (Lima and Vaz 2024). These populations exhibit 

diagnostic differences in multiple different vocalization types, including vocalizations that are 

typically species-specific in the Tyrannidae. The populations are mostly allopatric but have 

abutting ranges over large areas, with little evidence of gene flow between them (Lima and Vaz 

2024). 

  

Assuming that the several diagnostic differences in multiple vocalization types have the 

potential to generate substantial premating isolation among these vocally distinct populations, 

and considering the apparent pattern of parapatry without gene flow between several of these 

populations, Lima and Vaz (2024) proposed splitting C. obsoletum into six biological species, 

maintaining vocally undifferentiated taxa with potential plumage differences as subspecies 

pending further study: 

  

Ŀ   Camptostoma flaviventre Sclater & Salvin, 1865 
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o  C. f. flaviventre Sclater & Salvin, 1865 

o  C. f. majus Griscom, 1932 

o  C. f. orphnum Wetmore, 1957 

Ŀ   Camptostoma caucae Chapman, 1914 

Ŀ   Camptostoma pusillum (Cabanis & Heine, 1860) 

Ŀ   Camptostoma sclateri (Berlepsch & Taczanowski, 1884) 

o  C. s. sclateri (Berlepsch & Taczanowski, 1884) 

o  C. s. maranonicum Carriker, 1933 

o  C. s. griseum Carriker, 1933 

Ŀ   Camptostoma napaeum (Ridgway, 1888) 

o  C. n. napaeum (Ridgway, 1888) 

o  C. n. olivaceum (Berlepsch, 1889) 

Ŀ   Camptostoma obsoletum (Temminck, 1824) 

o  C. o. obsoletum (Temminck, 1824) 

o  C. o. cinerascens (Wied, 1831) 

o  C. o. bolivianum Zimmer, 1941 

  

Hereôs a figure from Lima and Vaz (2024) illustrating the geographic ranges of the proposed 

species based on the sound recordings examined. For further details about the figure, including 

information about extralimital taxa, see Lima and Vaz (2024). 

  

 
  

The proposal is subdivided as follows: 
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A. Treat sclateri (including maranonicum and griseum) as a separate species from C. 

obsoletum 

Camptostoma o. sclateri differs diagnostically from all other taxa except maranonicum and 

griseum in daytime and dawn songs as well as multiple calls (Lima and Vaz 2024). Although 

field playback experiments suggest weak behavioral discrimination between sclateri and 

napaeum based on daytime songs (Freeman et al. 2022), no evidence of hybridization exists 

despite potential parapatry (Lima and Vaz 2024). Other vocalizations may mediate premating 

isolation, although this remains untested (Lima and Vaz 2024). Alternatively, sclateri and 

napaeum may form undetected, narrow hybrid zones. 

  

B. Treat pusillum as a separate species from C. obsoletum 

Camptostoma o. pusillum differs diagnostically from all other taxa in multiple vocalizations, 

including daytime and dawn songs (Lima and Vaz 2024). There is no evidence of gene flow with 

adjacent populations (caucae and napaeum), despite potential parapatry (Lima and Vaz 2024). 

  

C. Treat caucae as a separate species from C. obsoletum 

Camptostoma o. caucae differs diagnostically from all other taxa in daytime and dawn songs 

and multiple calls (Lima and Vaz 2024). No evidence of hybridization exists with the apparently 

parapatric pusillum and napaeum, suggesting strong premating isolation (Lima and Vaz 2024). 

  

D. Treat napaeum (including olivaceum) as a separate species from C. obsoletum 

Camptostoma o. napaeum differs diagnostically from all other taxa but olivaceum in multiple 

vocalizations, including daytime and dawn songs (Lima and Vaz 2024). While differences with 

parapatric obsoletum are subtle, and some hybridization may occur, phenotypic distinctiveness 

despite extensive contact (~3,300 km) suggests substantialðalbeit incompleteðreproductive 

isolation (Lima and Vaz 2024). 

  

E. Treat flaviventre (including majus and orphnum) as a separate species from C. 

obsoletum 

Camptostoma o. flaviventre, C. o. majus, and C. o. orphnum collectively form a vocally unique 

population, differing diagnostically from all others in multiple vocalizations (Lima and Vaz 2024). 

Although this population occurs only in Central America based on the sound recordings 

examined by Lima and Vaz (2024), I included it here in the proposal because it may plausibly 

occur in extreme western Colombia near Panama. I defer to the committee to determine 

whether South American records exist. 

 

English Names: 

 

As mentioned in the introductory note above, SACC split this complex into six species and 

adopted the following English names: 

 

Panama Beardless-Tyrannulet for Camptostoma flaviventre 

Cauca Beardless-Tyrannulet for Camptostoma caucae 

Venezuelan Beardless-Tyrannulet for Camptostoma pusillum 

Pacific Beardless-Tyrannulet for Camptostoma sclateri 

Amazonian Beardless-Tyrannulet Camptostoma napaeum 

Southern Beardless-Tyrannulet Camptostoma obsoletum  



ол 

 

 

See https://www.museum.lsu.edu/~Remsen/SACCprop1062.htm for SACCôs discussion of 

English names. 

 

Recommendation: 

 

YES votes are recommended on parts A-E of this proposal. This would result in treating 

Camptostoma obsoletum as a complex of six species. It is recommended that NACC accept the 

English names adopted by SACC, including Panama Flycatcher for the NACC species C. 

flaviventre. 
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SACC comments on Proposal 1039: 

 

Vote tracking chart: https://www.museum.lsu.edu/~Remsen/SACCPropChart968-1043.htm 

  

Comments from Lane: ñYES. Regardless of whether there is a molecular component to this 

study, I applaud the authorsô efforts to break down a potential headache of a complex, and I see 

this study as good enough to act upon here. I agree with their assessments of the taxa, the 

vocal groupings, and their outlining of daughter species. YES to all proposed splits from C. 

obsoletum.ò 

  

Comments from Zimmer: ñYES to all splits (see separate subproposals below) as advocated in 

the Proposal, and as suggested by Lima & Vaz 2024. I have long grappled to make sense of 

what I was perceiving as vocal distinctions within the C. obsoletum group across its broad 

https://www.museum.lsu.edu/~Remsen/SACCprop1062.htm
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range, and have it mesh with plumage differences and understood distributions of named taxa, 

but without the kind of geographically broad-based and well-sampled vocal analysis conducted 

by Lima & Vaz (2024), it has remained a muddled mess in my mind. Part of the confusion is due 

to the effects of wear and fading on some of the few plumage characters that can actually allow 

visual discrimination of taxa in the field, and part of it is due to each population having multiple 

types of vocalizations in their repertoires (songs, dawn songs, contact calls, agitation/interaction 

calls, etc), and without a systematic, thorough analysis, you canôt be sure that you are always 

comparing apples to apples and oranges to oranges. The absence of a molecular component to 

this study does not bother me, since I believe vocal differences in these phenotypically 

conserved groups of suboscines are almost always going to provide the strongest indication of 

species-limits. 

  

ñA. Treat sclateri (including maranonicum and griseum) as a separate species from C. 

obsoletum: YES, also matches my field impressions of vocal distinctions. 

  

ñB. Treat pusillum as a separate species from C. obsoletum: YES, also matches my field 

impressions of vocal distinctions. 

  

ñC. Treat caucae as a separate species from C. obsoletum: YES, based upon vocal 

distinctions and no evidence of hybridization with parapatric pusillum and napaeum, as detailed 

in Lima and Vaz 2024. 

  

ñD. Treat napaeum (including olivaceum) as a separate species from C. obsoletum. YES. 

This also matches my field impressions of vocal distinctions. 

  

ñE. Treat flaviventre (including majus and orphnum) as a separate species from C. 

obsoletum. YES. This one with particular enthusiasm, based on my own field impressions in 

Panama/s Costa Rica. I do not, however, have any evidence for whether South American 

records of flaviventre exist.ò 

  

Comments from Areta: ñIËve been amassing recordings of Camptostoma for many years now, 

which match most of Lima & VazËs conclusions. The only point of discontent is at the junction of 

flaviventre, caucae, and pusillum, which seem vocally very similar in some respects but 

apparently not in others. I am uncertain on whether the daysong of caucae is really the one 

chosen by the authors, instead of the slower, more whistled vocalization; likewise, I am unable 

to hear ANY consistent distinction between dawnsongs of flaviventre 

(https://macaulaylibrary.org/asset/60355 https://macaulaylibrary.org/asset/57359 

https://macaulaylibrary.org/asset/147441041) and caucae (https://xeno-canto.org/307322 

https://xeno-canto.org/344295 https://macaulaylibrary.org/asset/100724081). The sample sizes 

are small, which can be tricky in the highly variable Camptostoma dawn songs. IËve also found 

some other issues around flaviventre, pusillum, and caucae: see for example this dawn song of 

pusillum from Zulia (Venezuela) https://macaulaylibrary.org/asset/69881, and this dawn song 

attributed to caucae from Antioquia (Colombia) https://macaulaylibrary.org/asset/100724081, 

both of which share a distinctive inflection in the second and third note and sound remarkably 

alike, and also add this flaviventre in the mix https://macaulaylibrary.org/asset/25603. This one 

from the Coastal Cordillera of Venezuela seems also quite similar to songs of flaviventre: 

https://macaulaylibrary.org/asset/69878. Also, these trills from pusillum 

https://macaulaylibrary.org/asset/60355
https://macaulaylibrary.org/asset/57359
https://macaulaylibrary.org/asset/147441041
https://xeno-canto.org/307322
https://xeno-canto.org/344295
https://macaulaylibrary.org/asset/100724081
https://macaulaylibrary.org/asset/69881
https://macaulaylibrary.org/asset/100724081
https://macaulaylibrary.org/asset/25603
https://macaulaylibrary.org/asset/69878
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(https://macaulaylibrary.org/asset/557328701 https://macaulaylibrary.org/asset/530472281 

https://macaulaylibrary.org/asset/34477 https://macaulaylibrary.org/asset/478141441) and these 

of caucae (https://macaulaylibrary.org/asset/283449281 

https://macaulaylibrary.org/asset/272722131 https://macaulaylibrary.org/asset/629232892). 

These voices of pusillum https://macaulaylibrary.org/asset/597111551 are much like this one 

from a zone of presumed caucae https://macaulaylibrary.org/asset/534542081 which in turn is 

very similar to this one of caucae https://macaulaylibrary.org/asset/626683461, and this one of 

flaviventre https://macaulaylibrary.org/asset/67231361. 

  

ñGiven the broad similarities, I am not convinced that flaviventre, caucae and pusillum are 

different species, and so I vote to recognize them under a single species: C. pusillum, or 

alternatively, split pusillum and leave flaviventre and caucae as one thing (which also seems 

problematic). The most striking difference in vocalizations seems to be the trill that has been 

attributed to caucae, and which seems to be missing from other populations. Is this vocalization 

really from Camptostoma? Has this gone unrecorded in flaviventre? After hearing a fair share of 

recordings unsystematically, I came away unconvinced of the vocal distinctions, especially 

those between caucae and flaviventre. Maybe misidentifications to taxon are playing badly on 

us here, but I can easily imagine the vocal types transitioning through geography (e.g., based 

on what I hear, some pusillum sound slightly higher-pitched and somewhat faster than caucae 

and flaviventre, especially if one compares northern to southern examples), and the similarities 

seem to me to carry more weight than the differences. I donËt think that the spectrogram of the 

diurnal song of flaviventre is really representative of the taxon: in listening to all the daytime 

songs assigned to this category by Lima & Vaz, I hear a lot of variation, most of which do not fit 

the spectrogram. I am not fully convinced of anything of the above, but I also do not see strong 

evidence to split the three as different species. I would like to hear what others think on the 

northern South America-southern Central America issue. 

  

ñMeanwhile, my votes are: 

  

A. Treat sclateri (including maranonicum and griseum) as a separate species from C. obsoletum 

--- YES 

B. Treat pusillum as a separate species from C. obsoletum --- YES 

C. Treat caucae as a separate species from C. obsoletum --- YES (separate from C. obsoletum) 

and NO (to treat is as a species on its own): treat caucae as subspecies together with C. 

pusillum or together with flaviventre. 

D. Treat napaeum (including olivaceum) as a separate species from C. obsoletum --- YES 

E. Treat flaviventre (including majus and orphnum) as a separate species from C. obsoletum --- 

YES (separate from C. obsoletum) and NO (to treat is as a species on its own): treat flaviventre 

as subspecies together with C. pusillum or together with caucae.ò 

  

Comments from Niels Krabbe (voting for Del-Rio): ñAfter reading Nacho's comments, I am in 

doubt whether pusillum, caucae, and flaviventre are separate species, but YES to the rest of the 

suggested splits. So: 

  

ñA: YES. Treat sclateri (including maranonicum and griseum) as a separate species from C. 

obsoletum 

https://macaulaylibrary.org/asset/557328701
https://macaulaylibrary.org/asset/530472281
https://macaulaylibrary.org/asset/34477
https://macaulaylibrary.org/asset/478141441
https://macaulaylibrary.org/asset/283449281
https://macaulaylibrary.org/asset/272722131
https://macaulaylibrary.org/asset/629232892
https://macaulaylibrary.org/asset/597111551
https://macaulaylibrary.org/asset/534542081
https://macaulaylibrary.org/asset/626683461
https://macaulaylibrary.org/asset/67231361
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B: YES. Treat pusillum as a separate species from C. obsoletum [but including the subspecies 

flaviventre, caucae, majus, and orphnum] 

C: YES and NO. Treat caucae as a separate species from C. obsoletum [but as a subspecies of 

pusillum] 

D: YES. Treat napaeum (including olivaceum) as a separate species from C. obsoletum 

E: YES and NO. Treat flaviventre (including majus and orphnum) as a separate species from C. 

obsoletum [but as a subspecies of pusillum]ò 

  

Additional comments from Rafael Lima: ñI do not have field experience with the northern taxa, 

so I cannot confirm with certainty that the rapid trill belongs to Camptostoma. Our assumption 

was based on two points. First, multiple experienced observers and ornithologists have 

recorded this vocalization and consistently attributed it to Camptostoma. Second, if the slower, 

more whistled vocalization in Figure 9H represents the daytime song of caucae, then there is no 

clear homologous counterpart among similarly structured vocalizations in flaviventre and 

pusillum (Fig. 9GïI). However, the key point remains: as noted in the paper, regardless of 

whether the daytime song of caucae is the rapid trill (Fig. 2D) or the slower, more whistled 

vocalization (Fig. 9H), caucae still has a distinctive daytime song. In other words, the conclusion 

that caucae has a unique daytime song remains unchanged, irrespective of this analytical 

choice. (All data and scripts necessary to replicate the analyses and figures are publicly 

available at https://datadryad.org/dataset/doi:10.5061/dryad.612jm64dm, allowing for alternative 

analyses to test whether different methodological choices affect the conclusions.) 

  

ñRegarding the dawn songs of flaviventre, pusillum, and caucae, they are indeed similar. While 

small sample sizes for flaviventre and caucae introduce some uncertainty, the subtle differences 

in their dawn songs were consistently captured in the measurements of the main phrase (Fig. 

5), suggesting they are not spurious. However, even if one assumes that these dawn song 

differences are artifacts of sample size limitations, the distinctiveness of their daytime songs 

remains. 

  

ñBeyond the magnitude of vocal differences, the apparent pattern of widespread parapatry 

without gene flow between caucae and pusillum further supports their recognition as separate 

species (as discussed in the paper). The case for treating pusillum as distinct from flaviventre is 

less strongly supported, as it relies on the (subtle) vocal differences alone. Still, I consider the 

differences in their daytime songs alone sufficient to justify treating all three taxa as separate 

species.ò 

  

Comments from Tom Schulenberg (voting for Jaramillo): ñYES -- accept all of the splits, as 

proposed by Lima and Vaz. I should say that the taxa with which I have the least experience - 

flaviventre, caucae, and pusillum - are at the heart of the issues here; splitting all other taxa is 

straightforward. I acknowledge Nacho's concerns, and I'll admit that the differences between 

flaviventre, caucae, and pusillum in some vocalizations are subtle. I too am surprised at the trill 

attributed to caucae, but I'm willing to accept that this vocalization is from a Camptostoma. it 

seems to be a frequent enough vocalization, and if it's not Camptostoma, then ... what is it? I 

wouldn't set it aside without having a clear alternative contender, which in this case apparently 

would need to be a species whose distribution corresponds to that of caucae. So, taking this trill 

as caucae, and in the absence of evidence for this vocalization in other populations, then I don't 

see any alternative other than to split this taxon.ò 

https://datadryad.org/dataset/doi:10.5061/dryad.612jm64dm
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Comments from Stiles: ñYES to all splits as proposed after reading Lima's comments regarding 

vocalizations.ò 

  

Comments from Remsen: ñYES to all parts. The paper and proposal do a great job summarizing 

and synthesizing existing data on vocal differences. Although this might not be the final word on 

species limits in the group (as per Nachoôs comments), it is certainly a major step forward and a 

great improvement over the status quo. I canôt really add anything specific to all the comments 

above.ò 

  

Comments from Robbins: ñI spent a fair amount of time listening to vocalizations of this complex 

over the course of two different occasions. Based on the vocalizations, three of the splits are 

indeed straightforward. Now, based on Rafaelôs response to good points made by Nacho, I feel 

comfortable with recognizing all proposed splits, i.e., YES to A-E. Kudos to Lima and Vaz for 

sorting this out. Naturally, we all look forward to a genetic assessment of the complex.ò 

  

Comments from Claramunt: ñNO. Levels of genetic divergence and the diversity of vocalization 

suggest that more than one species may be involved. The study by Lima and Vaz has an 

impressive sample size and good coverage of all subspecies. However, an important piece of 

evidence is missing: whether the geographic variation is discrete and not clinal. In some 

instances, the study argues that no intermediate birds were found in putative contact zones, but 

a formal analysis assessing whether variation is discrete (a step-cline) or gradual-clinal is 

missing. Itôs easy to find ñstatistically significant differencesò between the means of 

predetermined groups, but that is not sufficient evidence because a gradual cline can show 

statistically significant differences between arbitrary subdivisions of it. Trends should be 

analyzed instead with standard spatial regression models, cline analysis methods, or Normal 

Mixture Models (Cadena et al. https://doi.org/10.1093/sysbio/syx071). 

  

Response from Rafael Lima: ñSantiago's concern, that the species-level taxa proposed in the 

paper could be artifacts of dividing gradual clines, is a valid one. Although we did not explicitly 

show this in the paper, I want to clarify that there is no noticeable geographic vocal variation 

(clinal or otherwise) within any of the eight species-level taxa. Importantly, we did not rely on 

predetermined groups like subspecies labels from recordings. As described in the methods, 

populations were delineated based on visual differences in spectrograms, so the patterns 

emerged organically from the data. To illustrate that there is no clinality, consider the total 

duration of daytime songs of obsoletum. This trait is variable (see scatter in Fig. 3B) across a 

widely distributed taxon, but plotting it against latitude or longitude shows no association with 

geography. Similar plots can be generated for all acoustic variables and taxa using the data 

deposited in Dryad. One can also visualize variables on maps to see the lack of consistent 

variation within the eight taxa. Put simply, the variation within each taxon is individual rather 

than geographic and, since there is not even geographic variation within these taxa, there is no 

clinality among them.ò 

  

https://nam04.safelinks.protection.outlook.com/?url=https%3A%2F%2Fdoi.org%2F10.1093%2Fsysbio%2Fsyx071&data=05%7C02%7CJames.Remsen%40lsu.edu%7C9aa984d085044b8fe8ca08ddf56d844d%7C2d4dad3f50ae47d983a09ae2b1f466f8%7C0%7C0%7C638936572919469108%7CUnknown%7CTWFpbGZsb3d8eyJFbXB0eU1hcGkiOnRydWUsIlYiOiIwLjAuMDAwMCIsIlAiOiJXaW4zMiIsIkFOIjoiTWFpbCIsIldUIjoyfQ%3D%3D%7C0%7C%7C%7C&sdata=xyhTTr1y1u5iK0kMow31HWIbJUNM%2Bf7m5erPnI%2BwScg%3D&reserved=0
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Response to Lima from Claramunt: ñThe relevant clinal variation Iôm referring to is not within 

taxa but across taxa. See for example the attached plot of Total daysong duration for the three 

taxa in the South American lowlands. Within obsoletum, a cline is not detectable, but variation 

across the three taxa looks like a gradual cline in which total duration decreases gradually 

towards the north. No discontinuities or step as apparent, suggesting clinal variation that may be 

the product of gene flow, a climate or latitudinal selective pressure, or both. For the number of 

notes there seem to be a nonlinear trend across the continent. The fact that pusillum has a 

ósignificantô reduction in the number of notes is immaterial, as it could be explained by being at 

one extreme of a continental-wide gradual trend. 
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Treat Tawny-crowned Greenlet Tunchiornis ochraceiceps as four species 

  

Note: This is a modified version of SACC Proposals 1008 and 1036. SACC 1008, which 

proposed treating T. ochraceiceps as four species, passed 9-1. Only one of the newly 

delineated species, T. ochraceiceps sensu stricto, occurs in the NACC area. SACC 1036 

established English names for the newly recognized species, as detailed below. 

 

Background:  

 

The current SACC note reads as follows: 

  

ñ14a. See Ridgely & Tudor (1989) for potential reasons for ranking of the southern rubrifrons 

subspecies group as a separate species from Hylophilus ochraceiceps. Slager et al. (2014) 

found deep divergences within among lineages included in H. ochraceiceps. Del Hoyo & Collar 

(2016) treated luteifrons of the Guianan Shield as a separate species (ñOlive-crowned 

Greenletò) based in part on Slager et al. (2014) and also on vocal differences pointed out by 

Boesman (2016h). Buainain et al. (2021) found evidence for treating it as consisting at four 

species; they found that luteifrons is sister to the rubrifrons group of southeastern Amazonia, 

treated as conspecific with ochraceiceps by del Hoyo & Collar (2016). SACC proposal badly 

needed.ò 

  

Tunchiornis ochraceiceps (Tawny-crowned Greenlet) is a polytypic species with a large 

distribution in the Neotropics; 10 subspecies occur from s. Mexico to southern Amazonia. They 

have always been treated as part of the same species (as far as I know), e.g., Hellmayr 1936, 

Blake 1968 ñPetersò, Meyer de Schauensee 1970). The only major break in the distribution is 

across the Andes, with the number of subspecies equally divided between trans-Andean and 

cis-Andean populations. It is treated as a single species by Dickinson & Christidis (2014) and 

IOC (v. 13.2; 2023). 

  

Boesman (2016) sampled 6 recordings of trans-Andean ochraceiceps, 9 of the Amazonian 

ferrugineifrons-rubrifrons group, and 8 of Guianan Shield luteifrons. Unfortunately, the locations 

and subspecies allocations were not reported, so for example there is no way to know which 

Amazonian taxa were sampled, which is critical given that Buainain et al. considered 

ferrugineifrons and rubrifrons to be separate species. Boesman found that luteifrons differed 

strongly from his other two groups: ñSurprisingly, the different song of luteifrons has seemingly 

nowhere been picked up in literature: its song consists of two notes with decreasing pitch (score 

4), resulting in an overall longer song phrase (score 2-3) and larger frequency range (score 1-2). 

When applying Tobias criteria, this would lead to a total vocal score of about 5 vs. all other 

races.ò And ñAll in all, we can conclude that the Guianan group clearly stands apart vocally.ò 

  

Here's the map (from Buainain et al. 2021), which will be useful in evaluating the proposal: 
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New information:  

 

Nelson Buainain and colleagues used 625 specimens, 152 vocal recordings, and 69 tissue 

samples, with complete taxonomic and broad geographic sampling. The genetic results were 

based on UCE data from 2267 usable loci. The vocal results were based on analysis of a typical 

range of characters quantified from sonograms. Standard morphometric measurements were 

used to evaluate morphological differences. Plumage variation was analyzed by applying 

Smithe color names and also by simultaneous comparisons of a large series of specimens 

assembled at the AMNH; photographs of all type specimens were examined as well as all 

original descriptions. This is another outstanding empirical study coming out of Brazil. 

  

A detailed synopsis of all these data would take too much space here. The analyses are 

detailed and objective. My favorite is the Estimated Effective Migration Surface analysis in Fig. 3 

ï cool stuff.  The basic point that this bird consists of a bunch of old lineages with minimal 

phenotypic differentiation is biologically important, and as analyses of Neotropical lineages in 

this detail increase, through a comparative framework perhaps we will gain a better idea for why 

some change quickly whereas others do not. If Iôd reviewed the paper, I would have pointed out 

that one of Joelôs own papers could have been used to illustrate conservative phenotypic 
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evolution in the group: Reddy & Cracraft (2007; MPE 44: 1352-1357) showed that two 

Indomalayan genera are actually sister New World vireos, and in fact Indomalayan Erpornis 

looks remarkably like a Hylophilus sensu lato despite ca. 30 MY of separation, and some 

Indomalayan Pteruthius resemble Vireolanius. Anyway, congrats to the authors on a great 

paper. Check out the details for yourselves. My only criticism is that when they listed their four 

species, a Diagnosis for each, summarizing their data, would have been very useful. As is, one 

has to backtrack through the paper to piece together the characters used to delimit the four 

species-level taxa (and two additional subspecies-level taxa). 

  

From the standpoint of taxonomy, hereôs what stands out to me: 

  

Plumage: Of consequence to eventually incorporating subspecies taxonomy into SACC, only 

two of the five trans-Andean subspecies is 100% diagnosable. The plumage variation is almost 

all clinal, from s. Mexico to nw. Ecuador, with a blip due to Glogerôs Rule, according to their 

analyses. However, no official tests of diagnosability were conducted on the plumage data, 

which constitutes the basis of the subspecies original descriptions; rather than simply point out 

that they were not diagnosable, perhaps a better approach would have been to show that 

quantitatively to see what the level of diagnosability is because even the most rigid application 

of PSC-like thinking allows for something below 100% diagnosability. Before synonymizing all 5 

subspecies, the data should be re-evaluated from this standpoint; the pattern is clearly clinal, 

but is it a step cline, with each of the 5 subspecies representing plateaus? The subspecies 

nelsoni is stated as intermediate between northern ochraceiceps and bulunensis of the Choc·, 

and is also clearly a genetically admixed population of the two in terms of mtDNA, but is it a 

phenotypically diagnosable unit? The text mentions differences in iris color between some 

groups, but apparently these are not fixed. 

Three subspecies groups are, however, diagnosable by head coloration, and these are two of 

the taxa that they proposed to be elevated to species rank (see below): T. luteifrons of the 

Guianan Shield and T. rubrifrons of SE Amazonia. However, they evidently could not diagnose 

the Middle American ochraceiceps group from ferrugineifrons from W Amazonia, although they 

stated that there are trends in coloration that correspond to these groupings. Thus, it is also not 

clear to me now whether the two subspecies taxa retained in their classification are diagnosable 

only as mtDNA lineages, in which case there is no basis for recognition as subspecies, in my 

opinion. Iôm confused. 

Perhaps all of this explained and detailed in Supplementary Information, although there is no 

text reference to such files on morphology. For some reason, I cannot access the SI. 

  

Morphometrics: None of the taxa, even those ranked as species by the authors, is diagnosable 

by morphometrics. No surprise there. 

  

Vocalizations: Vocalizations of course are critical to species limits in the Vireonidae. As far as I 

know, all taxa recognized as species in the family differ in vocalizations. For several decades, 

Iôve heard through others that vocal differences were notable among some of the populations of 

T. ochraceiceps. Therefore, I was expecting their analysis of 150+ recordings to confirm the 

discrete differences I had heard discussed. Here is their lead sentence: 
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ñThe qualitative analysis shows no diagnostic vocal characters for any of the populations of T. 

ochraceiceps (Fig. 8aïd). Some variation, however, is noteworthy and a relatively reliable 

indicator of population assignment.ò 

  

They provided the following comments on the vocal differences among their geographic groups, 

for which I am adding their proposed species name rather than the geographic clusters in the 

paper: 

  

Å ochraceiceps: ñThe trans-Andean forms tend to have higher frequency (higher pitch) songs 

(Fig. 9c-g), although there is much overlap with other populations.ò 

  

Å luteifrons: ñThe NEA populations east of the Branco River, predominantly produced a distinct 

song with two whistled syllables, between the frequencies of ~ 2.7ï3.8 KHz, being the last 

syllable descending in modulation. However, it is clear that these birds can eventually produce 

one syllable vocalizations (ML 80429, NB observation during field work around Manaus, AM, 

Brazil) that are apparently indistinguishable from songs with one syllable from the other 

populations.ò 

  

Å rubrifrons: ñAll recordings from the Madeira-Tapajos Ë interfluve, in SEA, contained a distinct 

song with two to three syllables, between the frequencies 2.8ï3.5 KHz, but with ascending 

second and third syllables, thus different from the NEA population in modulation. However, 

songs with one and two syllables were recorded in the Juruena-Teles Pires (whose confluence 

form the Tapajos River) interfluve. This area lies in the limit between the single and multiple 

syllable song populations in SEA. Thus, although some interesting difference in frequency of 

vocal pattern exist, it is not possible to unmistakably distinguish populations by their songs.ò 

  

Å ferrugineifrons: [not really discussed per se, as far as I can tell, but see graph below] 

  

Here is their Fig. 9h, which is a PCA classification of quantitative vocal characters: 
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I find this figure difficult to decipher, but what stands out to mw is that there are 3 clusters: (1) 

upper left, which corresponds mainly to the nominate ochraceiceps group, but also some portion 

of the Choc· taxon bulunensis (accidentally treated as a species in the legend); upper right, 

which is a supo of rubrifrons and ferrugineifrons 1, ñferrugineigronsò 3 [unfortunately 

conspicuous typo missed by 8 authors, and an unknown number of editors and reviewers], and 

some bulunensis; perhaps due to poor eyesight, I cannot spot where T. ñferrugineigronsò 2 is; 

and (3) T. luteifrons and what is marked as T. lutescens, which they consider a subspecies of T. 

rubrifrons in their classification. Thus, I really donôt know what to make of all this. As noted in 

their lead sentence above, the authors stated upfront that none of the populations have 

diagnostic vocal characters. Certainly, as far as I can tell, vocal differences seem somewhat 

chaotic and donôt map well on to their genetic groups. I hope someone else can dig further into 

this in case I am misinterpreting something. 

  

With all appropriate caveats from concluding anything from single recordings, here are a few I 

picked out from xeno-canto. This is tedious because the number of recordists who rate their 

recordings as ñAò quality have obviously never listened to, for example, an Andrew Spencer 

recording among others, so you have to wade through lot of mediocre recordings to get to a 

good one. I think xeno-canto is one of the worldôs great bird resources; I just wish there was a 

more objective way to rate recordings other than self-rating, so that the truly best would come 

nearest the top. 

  

Å ochraceiceps (from Puntarenas, Costa Rica, by Peter Boesman): https://xeno-

canto.org/274157 

  

Å luteifrons (from Brownsberg, Suriname, by Peter Boesman): https://xeno-canto.org/271834 

  

Å ferrugineifrons (R´o Javar², Peru, by Peter Boesman) https://xeno-canto.org/270735 

  

Å rubrifrons (Cristalino Lodge, n. Mato Grosso, Brazil, by Frank Lambert): https://xeno-

canto.org/68496 

  

From the standpoint of someone who was familiar (once upon a time) only with ferrugineifrons 

from Bolivia, these all basically sound similar to someone not embedded in the greenlet voice 

universe; even the two-noted luteifrons doesnôt sound radically different from the others. 

  

Genetic divergence: Here is their main figure. I have superimposed the four proposed species 

name in blue on each cluster. Obviously T. ochraceifrons consist of four fairly old lineages in 

terms of mtDNA. The estimated divergence time of the ochraceiceps cluster from the 

ferrugineifrons cluster is almost 5 MYA (Pliocene), which is older than many crown lineages we 

rank as species. The separation of the crown lineages luteifrons and rubrifrons is much older, 

ca. 7.5. MYA (Miocene), i.e. older than many crown lineages we rank at the genus level. I do not 

have the qualifications to evaluate their time calibrations, but taken at face value, they certainly 

are consistent with species rank. 

  

https://xeno-canto.org/274157
https://xeno-canto.org/274157
https://xeno-canto.org/271834
https://xeno-canto.org/270735
https://xeno-canto.org/68496
https://xeno-canto.org/68496
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A summary of their recommended species classification is as follows: 

  

Å Tunchiornis ochraceiceps: s. Mexico through Central America to nw. Colombia and south in 

Choc· region to nw. Ecuador; includes T. o. bulunensis. 

  

Å Tunchiornis ferrugineifrons (Sclater, 1862): w. Amazonia, from W of Rio Branco through s. 

Venezuela, se. Colombia, e. Ecuador, e. Peru, and ne. Bolivia to w. bank of Rio Madeira in sw. 

Amazonian Brazil. 

  

Å Tunchiornis luteifrons (Sclater, 1891): Guianan Shield east of Rio Branco through the Guianas 

to n. Par§ and Amap§ to n. bank of Amazon. 

  

Å Tunchiornis rubrifrons (Sclater & Salvin, 1867): s. Amazonia S of the Amazon from Rio 

Madeira east to Rio Tocantins and se. Par§ (?and w. Maranh«o), including T. r. lutescens) 

  

  

Here is their figure with geographic distributions and subspecies/species classification 
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Discussion:  

 

Basically, my impression is that the data are terrific, but the interpretations of the analyses are 

insufficiently clear, at least to me, for sorting it all out in terms of taxonomy. The genetic results 

scream out for recognition of at least four species, but when one tries to diagnose these vocally, 

it falls apart, with a few instances of songs mismatched to genetic group and no crystal clear 

vocal groups. I suspect a reanalysis of plumage characters would reveal not just three but at 

least four and probably many more phenotypically diagnosable units. Central to the problem is 

that luteifrons appears to be the most distinctive taxon in terms of both voice and plumage (no 

rufous color on crown or face), yet it is sister to rubrifrons, which cannot be separated, evidently, 

from ferrugineifrons vocally. So, what we have here is a case of unequal rates of character 

evolution, which poses a dilemma for species concepts. 

 

Biologically, this is a fascinating situation. Genetically, the results seem crystal clear and tidy, but 

once one tries to integrate this with plumage and voice, itôs a mess. The authors say as much in 

the paper. Do we go with the deep genetic divergence and ignore apparent lack of phenotypic 

distinctiveness? Vireonidae has may cases of barely differentiated taxa treated as species, e.g. 

most recently Vireo chivi and V. olivaceus. 

 

I have no recommendation either way ï Iôm going to see what others say, especially with regard 

to voice. 
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For voting, letôs do it this way: 

  

YES = Recognize 4 species, as per recommendations in the paper. 

 

NO = Do not recognize 4 species at this point but maintain status quo, at least temporarily, with 

acknowledgement that the complex may contain 1, 2, 3, or 4 species pending further evaluation. 

  

English names:  

 

After a long period of discussion, SACC adopted these English names for the four species: 

 

Tunchiornis ochraceiceps Northern Tawny-crowned Greenlet 

Tunchiornis ferrugineifrons Western Tawny-crowned Greenlet 

Tunchiornis luteifrons Guianan Tawny-crowned Greenlet 

Tunchiornis rubrifrons Para Tawny-crowned Greenlet 

 

As noted above, T. ochraceiceps is the only species that occurs in the NACC area. 

 

For the full discussion on English names, see 

https://www.museum.lsu.edu/~Remsen/SACCprop1036.htm 

 

Literature Cited: 
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(Sclater, 1860) (Aves: Vireonidae). Molecular Phylogenetics and Evolution 162: 107206. 

  

  

Submitted by: Van Remsen 

 

Date of Proposal: June 2024, modified by R. T. Chesser for SACC on 27 Feb. 2026 

 

  

  

 

SACC comments on Proposal 1008: 

 

Vote tracking chart: https://www.museum.lsu.edu/~Remsen/SACCPropChart968-1043.htm 

  

  

Comments from Areta: ñYES. I vote for the 4-way split. The deep genetic differences coupled 

with somewhat different vocalizations, plumages and eye-color, indicate that keeping all these 

taxa as a single species is incorrect. I share VanËs misgivings on how the information is 

https://www.museum.lsu.edu/~Remsen/SACCprop1036.htm
https://birdsoftheworld.org/bow/ornith-notes/JN100168
https://www.museum.lsu.edu/~Remsen/SACCPropChart968-1043.htm
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organized and summarized, and I think that more detailed vocal analyses will uncover more 

clear vocal distinctions among the four main species-level taxa.ò 

  

Comments from Claramunt: ñYES. I think the proposed taxonomy is a step forward. The data 

clearly show that there are multiple species-level lineages in this complex and the proposed 

splits are supported by evidence.ò 

  

Comments from Robbins: ñUnless one strictly relies on the mtDNA for making species 

allocations, this is messy from a vocal and plumage morphology standpoint. An example of 

vocal issues, I have recorded birds in Nicaragua and Guyana that both give single and two-

noted calls that are very similar. Listening to recordings from elsewhere I get the same 

impression as what is stated in the paper, seems to be no diagnosable song for each of the four 

clades. As Van pointed out, conservative plumage morphology may be clinal and it is unclear 

whether there are diagnosable characters for each clade. Unless I missed something, it is 

unclear if there are consistent differences in eye color. So, Iôm on the fence on this one and look 

forward to seeing comments by others.ò 

  

Comments from Jaramillo: ñYES ï This is a complicated group with lack of outstanding plumage 

features to work with. I guess this is why they call them greenlets. In any case, I am persuaded 

by the data here and the summary that Van provides. All Vireonidae differ in vocalizations ï Van 

have you heard singing Philadelphia Vireos? Even the Red-eyes canôt tell them apart!! But yes, 

their calls are different.ò 

  

Comments from Stiles: ñYES. The 4-way split of Tunchiornis seems well justified ï it certainly is 

a long step forward in understanding Tunchiornis and serves as a solid base should additional 

data indicate further splitting in the future.ò 

  

Comments from Lane: ñNO. Ugh. This is one of those cases that just doesnôt really feel like it is 

cooked enough to take out of the oven. I guess we can just take the molecular results and shrug 

at the fact that the plumage and voice data donôt map well onto them. I just did a quick search 

as per Alvaroôs comments to see if there are enough recordings of calls to provide support in 

that group of vocalizations being stronger evidence for differences, but there are very few call 

recordings (at least in X-c) for several of the taxonomic groups so it is hard to say. I really would 

rather wait for more evidence to elucidate the situation before accepting splits here. NO.ò 

  

Comments from Andrew Spencer (who has Remsen vote): ñYES - this was a really tough vote 

for me. No one factor convinces me that these should be split, but when taken together they tip 

me into the yes camp. Regarding vocalizations, as others have already stated here, the 

situation seems really murky. Listening to recordings, I do get the general patterns laid out by 

Boesman and expanded on by Buainain, especially regarding luteifrons and also trans-Andean 

birds vs. the rest. But the variation in any one group does muddy the picture significantly. That 

said, I don't particularly see that as a mark against a split. Philadelphia and Red-eyed vireos 

songs are often completely indistinguishable by anyone (including themselves), and others like 

some members of the former Solitary Vireo differ mostly in average characters somewhat like 

these greenlets. Conversely, vocal differences by themselves aren't going to persuade me to 

split these or other Vireonidae, given dialectical differences in other members of the family that 

(in my opinion) aren't indicative of separate species status. Calls may well be a better avenue to 
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show speciation here, but even if they eventually prove to not be that different I still think my 

points above stand. 

  

ñIt's those average differences combined with the other evidence presented persuades me to 

still vote for the split. I understand Dan's point that this has some aspects of "doesnôt really feel 

like it is cooked enough", to use his terminology. But I do think that the four species 

interpretation is a step forward in our understanding of the complex, and in my opinion at least, 

a significant step forward.ò 

  

Comments from Mario Cohn-Haft (who has Del-Rio vote): ñYES. I basically agree with 

everybody else (the nays and yays). Here in the central Amazon, it's really obvious that there 

are consistently distinct voices and plumages across the rios Negro and Madeira and lower 

Amazon, and seemingly across the Tapajos as well. So, the 4-way split proposed is, I would say, 

a conservative description of reality (there are probably more than 4 spp. involved) and a 

perfectly reasonable conclusion from the point of view of nomenclature and distributions.  

  

ñOn the other hand, the story as published leaves a lot to be desired in the way of convincing 

evidence. That is, I'm more convinced by my own experience than by what's available in the 

literature. And I think the reason for that is that a proper vocal analysis requires a lot more work 

and thought than anybody has been willing to give it so far. I'm the first to admit that I didn't 

tackle the problem myself out of sheer laziness. Way back in the late 80s when Ridgely's 

frustratingly erroneous description of the situation irked me into actually thinking about doing 

something, I realized what a big job it was going to be, and I've sat around hoping someone 

would do it up right ever since. Yes, some populations can produce vocalizations just like others, 

making 100% diagnosis on one character alone difficult. So what? (Ah, and guess what, that 

happens with suboscines too.) A good vocal analysis needs to take into account repertoire, 

context of vocalizations, frequency (not kHz, but opposite of rarity--the number of times that a 

particular vocalization is given); carefully chosen vocal variables (not a universal recipe of maxs, 

mins, etc.-- I could go on and on about what good vocal variables are, but this isn't the place) 

and comparison of analogous vocalizations, not just everything at random; means and 

variances, for example, only make sense in these specific contexts. What we're seeing 

consistently nowadays are molecular studies to which vocal or morphological components are 

added almost as an afterthought to "strengthen" (or not) the molecular conclusion, but that do 

not stand on their own. In that sense I totally agree with Dan and others who say this cake is 

only half-baked at best. (By the way, I can't remember if iris color entered into any of this, but it's 

also a relevant diagnostic character in this complex.) 

  

ñThe hard question for me is: How purist (perfectionist?) are we going to be? I think the 4-spp 

answer is right (and an underestimate), so how much longer will we wait before it makes it into 

the checklist? If we were Peters, or better yet my hero John Zimmer, we'd just declare it and be 

done with it and let nay-sayers or future generations of topic-challenged grad students worry 

about the details. And that's what I'm inclined to do. I vote YES, believing it's the correct answer, 

while recognizing that the published and available evidence don't tell a thoroughly convincing 

story. Messy? A bit authoritative or arbitrary? Sorry. Watching the planet burn, flood, become 

bare of vegetation at the rate it is now, I find it hard to justify waiting to do up properly the 

taxonomy of what I used to hold aside as "my pristine Amazon". We are literally on the brink of 

cataloging extinct species.ò 
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Comments from Zimmer: ñYES. A complicated one indeed. The depth of the genetic splits here 

are impressive, and combined with some average differences in plumage, iris color, and 

vocalizations, even in the apparent absence of diagnosability, are enough to sway me. As 

Andrew and Alvaro both note, songs of some accepted species pairs of vireos (Red-eyed vs. 

Philadelphia; all 3 of the splits from former ñSolitaryò Vireo) are doubtfully diagnostic. I will say, 

that without having ever conducted anything approaching a quantitative analysis, Iôve long been 

struck by apparent vocal differences corresponding to each of these suggested four species. I 

agree with Mark that some populations can give either 1 or 2-note songs, and that they are all 

broadly similar in quality, but nonetheless, I can still hear qualitative differences in inflection and 

pitch. Granted, these may not hold up to broad geographic sampling of each population, but, at 

least in my coarse-grained field experience with this group, it has always been my impression 

that there were some pretty consistent geographic differences in songs that correspond pretty 

well to the partitioning suggested by the genetic data. The case is a long way from perfect, but I 

would agree with Andrew that this represents a step forward in our understanding, and I think 

the genetic data combined with the sum of mean differences in various character states is 

enough to hang our hats on.ò 

  

Comments from Bonaccorso: ñYES. Although the plumage differences are not entirely 

diagnosable, and the song data are limited and substantially overlapping, neither type of 

character alone is expected to be diagnostic for this group. However, the molecular 

divergences, even if based only on mitochondrial DNA, are impressive.ò 

  

Additional comments from Robbins: ñGiven that the vast majority supported recognition of the 4 

way split, I will shift my on the fence vote to a YES.ò 

  

Comments from Naka: ñYES. As far as I understand it, the 4-spp split fixes most problems from 

the Brazilian Amazon, particularly within the Guiana Shield, where luteifrons and ferrugineifrons 

replace one another. Along the Rio Branco suture zone, birds are genetically, vocally, and 

morphologically distinct, which includes a pale iris in ferrugineifrons, as Mario mentioned on his 

vote. So, despite some concerns, I agree with Kevin in that those split populations have always 

looked and sounded different to me.ò 

  



пт 

 

2026-B-6  N&MA Classification Committee   pp. 535-536 

 

Treat Leiothlypis ridgwayi as a separate species from Nashville Warbler L. ruficapilla 

 

Effect on NACC: 

 

If accepted, this proposal would add a new species, Leiothlypis ridgwayi, to the NACC list. 

 

Background: 

 

Leiothlypis ruficapilla ridgwayi (van Rossem 1929) has long been treated as an allopatric 

subspecies of L. r. ruficapilla (Wilson 1811), and the two together have been considered to form 

a superspecies with L. virginiae. All three taxa are allopatric or nearly so (Lowther and Williams 

2020), and some authors have considered all three to form a single species (Monson and 

Phillips 1981).In analyses of the mitochondrial gene cytochrome b, Klein et al. (2004) and Weir 

& Schluter (2004) found L. ruficapilla to be paraphyletic with L. r. ridgwayi, being more closely 

related to L. virginiae rather than to L. r. ruficapilla. A subsequent paper, however, using different 

mtDNA markers, found that the two species were reciprocally monophyletic and separated into 

divergent haplotype groups whose sequence differed by 1.7ï2.3% (Lovette et al. 2004). 

 

The two taxa are thought to differ in plumage, morphology, behavior, and calls. Plumage 

differences are sometimes described as ridgwayi being ñmarginally brighter than nominate, with 

larger area of white on bellyò (del Hoyo et al. 2010). Others have noted in addition that ridgwayi 

has average grayer back and brighter yellow rump, giving it less contrast between the hood and 

the back and more contrast between the back and the rump than is shown by ruficapilla 

(Lowther and Williams 2020). Nevertheless, we found no formal quantification of color variation 

between taxa. Subspecies ridgwayi also averages slightly longer in tail and tarsus (Relyea 

1936), with a louder more metallic call, and regularly bobs its tail, whereas ruficapilla rarely does 

so (Lowther and Williams 2020).  

 

This split was previously voted on by the committee (2017-C) and was not accepted in a 6-4 

vote, the main concerns against the split being the limited evidence based on mtDNA.  

 

New Information:  

 

Vocalizations: 

 

As noted above, call notes differ between the two taxa; however, no formal analysis has been 

published to quantify differences in calls. To DVPôs ear ruficapilla actually sounds more like 

Virginiaôs Warbler (L. virginiae) than either sounds like ridgwayi. Single examples from Macaulay 

Library illustrating this are ruficapilla https://macaulaylibrary.org/asset/224731, ridgwayi 

https://macaulaylibrary.org/asset/70650131, and virginiae 

https://macaulaylibrary.org/asset/354198301.  

 

Phung & Toews (2024) used a clustering approach to evaluate song divergence between this 

pair of taxa (among others) and found that differences between subspecies are on average 

larger than differences within subspecies. Nevertheless, there was considerable overlap of song 

https://macaulaylibrary.org/asset/224731
https://macaulaylibrary.org/asset/70650131
https://macaulaylibrary.org/asset/354198301
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characteristics between taxa (Fig. 1a). Song was best described in two clusters; however, 

individual assignments to clusters do not necessarily match geographic distribution (Figure 1b). 

Despite this new information on subtle song differences, the authors highlighted the lack of 

evidence that such differences are important for behavioral reproductive isolation.  

 

 

a   b  

 

Figure 1. From Phung & Toews (2024): a. PCA analysis comparing songs of ruficapilla and 

ridgwayi; b. partitioning around medoid analysis with blue dots representing individuals 

clustered with ruficapilla and yellow those clustered with ridgwayi. 

 

 

Playback Experiments: 

 

Two recent complementary studies have tested for behavioral reproductive isolation by 

evaluating the aggressive response to homotypic and heterotypic playbacks in territorial males 

of ridgwayi (Freeman et al. 2022) and ruficapilla (Phung et al. 2026). On the one hand, Freeman 

et al. (2022) found no difference in aggressive response in ridgwayi, males being equally 

aggressive towards both signal types. On the other hand, ruficapilla were more aggressive 

towards homotypic signals (Fig. 2), as expected if song is important for conspecific recognition 

and behavioral isolation (Phung et al. 2026). It is worth mentioning that these studies based the 

aggressive response on a single metric (closest distance to the speaker) and other components 

of the response such as latency, vocalization, and displays were not evaluated. 

 

Phylogenetics: 

 

Lovette et al. (2010) placed ridgwayi in a clade with L. virginiae and L. luciae based on ~5kbp of 

mtDNA and 6 nuclear introns, where internal relationships have little support. Specifically, the 

Bayesian analysis of mtDNA supported the topology [ruficapilla, [ L. luciae, L. virginiae]] (Fig. 

3a), whereas the introns supported [ L. luciae, [ ruficapilla, L. virginiae]] (Fig. 3b), both with 

posterior probability values >0.90. 
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Figure 2: Closest approach distances in response to homotypic and heterotypic signals, from 

Phung et al. (2026). 

 

 

a   b  

 

Figure 3: Relationships in the former Vermivora clade, fragments from the phylogenies from 

Lovette et al. (2010): Bayesian analysis from a) mtDNA; b) from 6 nuclear introns. Numbers at 

the nodes show the posterior probability values. 

  

----------------------- 

 

More recently, Zhao et al. (2025) placed ruficapilla as sister to [L. luciae, L. virginiae] based on 

the mitogenome (Fig. 4a), but sister to [[L. luciae, L. virginiae], L. crissalis] based on UCEs (Fig. 

4b). These two studies used a single sample from ridgwayi (Lovette et al. 2010) and ruficapilla 

(Zhao et al. 2025) respectively, providing no direct evidence for the paraphyly of the taxa. 

Nevertheless, it is worth highlighting that the mtDNA from both studies supported the same 

topology despite using samples from different subspecies. Altogether, this information suggests 

a case of mito-nuclear discordance and rapid radiation with little phylogenetic signal.  
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a 

 
b 

 
 

Figure 4. Relationship of the Leiothlypis clade, fragments from the phylogenies from Zhao et al. 

(2025): analysis from a) mitogenomes; and b) Ultra-Conserved Elements. Asterisks depict full 

node support. 

 

Genomic variation and demographic history: 

 

lcWGS (~5x coverage) from 24 individuals (12 of each taxon) showed clear genomic clustering 

by taxon (~14% of genomic variance, Fig. 5), with a global FST of 0.087 and dozens of highly 

differentiated peaks of divergence (Fig. 6a; Phung et al. 2026). The genomic differentiation is 

comparable to that between nominate Setophaga coronata and S. c. audubon and lower than 

that between the species S. virens and S. townsendi (Phung et al. 2026). Phung et al. (2026) 

also found no evidence of admixture which suggested they have been on separate evolution 

trajectories for the past million years; however, no samples were used that were close to where 

the two taxa approach one another (the two are currently allopatric but may come into rare 

contact in Alberta). Additionally, reconstruction of the historical changes in effective population 

size showed that these taxa had different demographic histories in the last one million years 

(Figure 6b, Phung et al. 2026). 

 

 
 

Figure 5: PCA from Phung et al. (2026) showing variation between ruficapilla and ridgwayi. Note 

also variation within ridgwayi along PC2 that is not reflective of geography.  
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Figure 6: From Phung et al., (2026). a) Genome-wide FST in nonoverlapping 10 kb windows 

across the genome; b) historical estimation of effective population size.  

 

English Names: The western taxon ridgwayi has long been called Calaveras Warbler. Though 

suggested in the prior proposal as a name for eastern ruficapilla, Rusty-capped Warbler found 

no support, with most feeling Nashville was fine. Eastern and Western Nashville warbler have 

been suggested as well, but those names are rather uninspired. If the split is approved, we 

would recommend adopting Calaveras Warbler for ridgwayi and retaining Nashville Warbler for 

ruficapilla, although we are open to other names. If Calaveras and Nashville are not chosen, a 

separate proposal for English names would be needed.  

 

Recommendation:  

This is a borderline case and given the close relationship and previously described mtDNA 

paraphyly between L. ruficapilla it is perhaps surprising that samples from both subspecies have 

not been included in recent phylogenetic studies on the group. So far, there is evidence of 

subtle phenotypic and genomic divergence between taxa, independent demographic history, 

and local adaptation, all consistent with isolated populations. Nevertheless, we feel there is 

currently no clear evidence of reproductive isolation that warrants changing the current 

taxonomic status. although the hypothesis of separate species remains supported by the 

paraphyly observed in cyt-b (Klein et al. 2004). We recommend a ñNOò vote until further 

evidence is available. 
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2026-B-7  N&MA Classification Committee   p. 482 

 

Recognize the genus Nannus for three species of wren 

 

Note: The following is a proposal originating from the Palearctic Regional Advisory Group (RAG) 

of AviList. Prior to submission to the Taxonomic Committee of AviList, opinions and votes are 

sought from NACC, as the home of all the wren genera in question.  

 

Background: 

 

The genus Troglodytes is represented by 18 species, including Eurasian Wren T. troglodytes, 

the only non-American member of the wren family. However, several molecular phylogenies 

have shown Troglodytes to be paraphyletic, where the Eurasian Wren and its close relatives, the 

previously conspecific Winter Wren T. hiemalis and Pacific Wren T. pacificus, instead are sisters 

to Cistothorus. 

 

Previous  studies : 

 

Already in 1999, Rice et al., based on a 534-bp portion of the mitochondrial ND2  

gene, found the Winter Wren (then included in T. troglodytes) to fall outside of Troglodytes: ñour 

results suggest that Troglodytes, as currently defined, is polyphyletic. Exhaustive searches  

 

 
 

Figure 1. Phylogenetic hypotheses suggested via parsimony, maximum likelihood, and 

Bayesian analyses of ND2 sequences. Left: topology resulting from equally weighted 

parsimony, right: topology resulting from likelihood and Bayesian analyses. Numbers at the 

nodes are likelihood bootstrap values and Bayesian posterior probabilities. From Rice (1999). 
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under varied assumptions all indicated that the Winter Wren is not part of the clade including 

other Troglodytes wrens examined in this study, which is somewhat surprising given our initial 

hypothesis that the Winter Wren and Rufous-browed Wren would be sister taxa!ò 

 

Rice (1999) recommended that Winter Wren to be removed from Troglodytes and placed in a 

separate genus. As the type species of Troglodytes is T. aedon (Paynter and Vaurie 1960), he 

proposed that Nannus Billberg 1828 be recognized for Winter Wren. 

 

Gómez et al. (2005) studied the phylogenetic position and generic placement of the Socorro 

Wren, then placed in Thryomanes. Apart from their main finding that Thryomanes is embedded 

in Troglodytes, they reiterated the findings of Rice et al.: 

 

ñHere, using a different outgroup and adding five new taxa to the analysis resulted in the 

placement of T. troglodytes basal to Thryorchilus browni and the other Troglodytes (and to 

Cistothorus platensis in one tree). This pattern supports Rice et al.ôs (1999) placement of 

Troglodytes troglodytes as Nannus troglodytes, though its definitive placement will depend on 

the final position of Cistothorus and Thryorchilus in relation to Troglodytes; the alternative to 

treatment as Nannus would be a very inclusive Troglodytes.ò 

 

Barker (2017) reported ñthe first nearly genus-level sampling of certhioids, based on 

concatenated and species tree analyses of 8520 bases of DNA sequence data from six gene 

regionsò. In it, both Cistothorus and previously unsampled Ferminia separated Nannus from 

Troglodytes, though neither relationship showed substantial support. However, the sister 

relationship between Troglodytes s.s. and Thryorchilus was fully supported (node support 

100%). 

 

Barker (2017) added: ñBayes factor comparison of these results to an analysis with Troglodytes 

monophyly constrained strongly favored the former. However, the marginal likelihood of an 

analysis with Nannus, Thryorchilus, and Troglodytes constrained as monophyletic was 

indistinguishable from the unconstrained analysis, indicating that the strongest signal is for 

monophyly of Troglodytes+Thryorchilus. Thus, these data would not contradict a classification 

that subsumed all three genera (Nannus, Thryorchilus, and Troglodytes) within Troglodytes, as 

previously done by its describer (Bangs, 1902), and some subsequent taxonomies (e.g., 

Paynter and Vaurie, 1960). Unless subsequent data strongly separate Nannus from 

Troglodytes+Thryorchilus, this would seem appropriate, despite the distinctiveness of 

Thryorchilus.ò 
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Using an augmented supermatrix approach including one mitochondrial and nine nuclear 

sequences, Imfeld et al. (2024) studied the family and its closest relatives. In Troglodytes, all 

traditional members were included except Mountain Wren (and some members of the House 

Wren complex just very recently elevated to species level). 

 

Imfeld et al. (2024) òrecovered a distinct clade of 3 Troglodytes species (hiemalis, pacificus, and 

troglodytes) that was sister to Cistothorus, rendering the genus Troglodytes paraphyletic, as 

previously shown (Rice et al. 1999, Barker 2017). In line with those analyses, but now based 

upon complete sampling of relevant species and close relatives, we again recommend 

recognizing these 3 species under the name Nannus (Billberg 1828).ò 

 

Strong support was found for the monophyly of Troglodytes s.s., as well as for Thryorchilus as 

its sister taxon, ñconsistent with the continued recognition of the latter at the genus levelò: 

 

 

New analyses  of  nuclear  loci : 

 

Martin Stervander reanalyzed the concatenated sequence matrix used for Imfeld et al. (2024). 

The nuclear loci were separated and reanalyzed, ôemptyô sequences trimmed off  and 

substitution models evaluated (per locus; not done at codon position level for exonic sequence 

atm). Stervander set up and optimised Bayesian phylogenetic runs in BEAST2, and produced 

trees per nuclear locus.  

Given the nature of nuclear DNA with lower mutation rates and slower sorting, nuclear marker 

trees arenôt necessarily expected to exactly correspond to the species tree, but it allows us to 
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check whether those trees are consistent with the taxonomy as currently treated (monophyletic 

Troglodytes) or/and as implied by the studies referenced above (paraphyletic Troglodytes). It is 

reasonable to evaluate this for the Nannus clade and for Thryorchilus, even if the latter is 

outside of RAG Pal's area. 

 

In the following tree shots, nodal support (PP 0ï1) is written at nodes and visualised with size of 

node symbol. Markers given with their abbreviation followed by length and substitution model 

determined by BIC. 

 

ACO1 (1,057 bp; TIM3+G). Nannus clade is sister to Cistothorus, with full support (Troglodytes 

paraphyly). Thryorchilus is in a clade with Troglodytes s.s. with full support, but may be basal 

sister (i.e. Thryorchilus could be valid, though minimally differentiated from Troglodytes s.s.). 
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FGB (2,460 bp across 3 introns; TPM3+G; variable taxon coverage across introns). Nannus 

clade: Exact placement of Cistothorus unclear (compatible with sister relationship with Nannus 

clade), but demonstrates Troglodytes paraphyly. Thryorchilus: In clade with Troglodytes s.s. 

with full support (could be minimally diverged basal sister or embedded within Troglodytes s.s.) 
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PPWD1 (690 bp; HKY+G). Nannus clade: No sequences of Cistothorus, so relationship not 

evaluated, but topology compatible with paraphyly with regard to Troglodytes s.s. Given lack of 

Cistothorus and uncertain placement of Ferminia, this topology could also be compatible with 

Troglodytes monophyly (if presuming Thryorchilus is synonymous with Troglodytes). 

Thryorchilus: Embedded in clade with Troglodytes s.s. with full support. Interestingly, 

Thryorchilus is grouped in a Troglodytes s.s. subclade with PP = 0.96, which is strong support 

for a synonymy. 
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RAG1 (2,882 bp; TN+G+I).  Nannus clade: Sister to Cistothorus with full support (demonstrating 

Troglodytes paraphyly), here also with Ferminia as sister to those, with PP = 0.94. Thryorchilus: 

In clade with Troglodytes s.s. with full support (could be minimally diverged basal sister or 

embedded within Troglodytes s.s.) 

 

 

 

 

 

 

 

 

 

 

 

RAG2 (1,171 bp; K80+G; low taxon representation). Nannus clade: Single representative and 

single representative of Cistothorus; topology poorly supported and uninformative (other than 

Thryorchilus; see below). Thryorchilus: Sister to the single representative of Troglodytes s.s. 

with full support, but uninformative other than with regard to the Nannus clade. 
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ZEB1 (1,638 bp; HKY+G+I). Topology and interpretation exactly as for RAG2. 

 

------------------------------------------- 

 

None of these analyses show unequivocal support for a monophyletic Troglodytes s.l., whereas 

three do provide unequivocal  support  for  a paraphyletic  Troglodytes  s.l. , implying that the 

topologies reported by the primary papers referenced are not  only dictated by a mitochondrial 

signal. 

 

As for Thryorchilus, things do get a little complicated. Life would have been immensely much 

easier had Klicka et al. (2023) included a T. browni sample or two in their sampling for 

RADsequencing, generating genome-wide nuclear SNPs. Their study led to the split of 

Southern House Wren Troglodytes musculus from Northern House Wren T. aedon, and could 

indeed be compatible with sister relationship of the former with T. browni, as indicated by some 

of these analyses. In order to assess this properly, however, genomic data of all parties involved 

(and preferably the other Troglodytes) would be highly desirable. 

 

Implications  and potential  revisions : 

 

The evidence is strong that the Eurasian Wren (T. troglodytes) complex is not the sister taxon to 

true Troglodytes. To align with current knowledge, this would require changes at the generic 

level. We see two options to accommodate this. One is to place the three species troglodytes, 

pacificus and hiemalis in a separate genus, for which Nannus Billberg, 1828, has priority; a 

move recommended by the above referenced studies. The alternative option would be to 

expand Troglodytes to include all of Troglodytes s.l., Thryorchilus, Cistothorus, and Ferminia.  

 

Recognizing Nannus would move troglodytes, pacificus and hiemalis to Nannus Billberg, 1828, 

resulting in N. troglodytes (Linnaeus, 1758), N. pacificus (Baird, 1864) and N. hiemalis (Vieillot, 
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1819). This option would require fewer taxonomic changes, leaving long recognized and 

distinctive genera intact. The split of Nannus has already been adopted by, e.g., Howard & 

Moore 4th ed. (Dickinson & Christidis 2014), Fjeldså et al. (2020) and Albrecht et al. (2020). In 

the latter, examining the internal phylogeny of the Eurasian Wren, the generic placement is 

commented as such: ñAlthough these taxonomic recommendations have not yet been 

implemented into a major taxonomic compendium, we assume that this will be inevitably the 

case in the near future and we therefore follow the suggestion by Barker and henceforth refer to 

the spp. troglodytes, pacificus, and hiemalis as members of the genus Nannus.ò 

 

Expanding Troglodytes to encompass Thryorchilus, Cistothorus and Ferminia as well would 

result in greater taxonomic changes. However, as indicated by the current delimitation of 

Troglodytes, there are very obvious similarities between the Nannus clade and Troglodytes s.s. 

It would therefore not be a huge leap to also sort Thryorchilus and Cistothorus in that general 

box. Admittedly, though, Ferminia might deviate a bit more morphologically (long- and strong-

billed; long-tailed), but there are members of Troglodytes s.s. that are somewhat similar in those 

respects (e.g., T. beani).  

 

In terms of clade age, as PAC points out, within Certhioidea there are genera of similar age 

(Certhia) or older (Sitta, Polioptila). Within Troglodytidae, however, there are not, and an 

expanded Troglodytes would be the oldest genus. It would only be somewhat older than 

Henicorhina, though. Dealing with the Nannus clade by an expansion would have the advantage 

of preemptively addressing Thryorchilus. 

 

Recommendation  (Palearctic RAG) 

 

Our conclusion is that action is needed, but we refrain from recommending any of the two 

options described above. Instead, we refer NACC and SACC to choose a path. 

 

Recommendation  to NACC (Rasmussen): 

 

Thanks are due to the Palearctic RAG for this comprehensive and timely proposal, on which I 

am merely acting as messenger conveying it to NACC (and providing this recommendation). 

Consideration by SACC would need to be sought should a generic change that affects 

Cistothorus pass (the other genera, Thryorchilus, Ferminia, and the proposed Nannus not 

occurring in South America). I recommend what I view as the least disruptive and most 

informative option, which would be to recognize Nannus and continue to recognize the other 

genera. However, there seems sufficient reason to question the generic standing of Thryorchilus 

that this seems a good opportunity for reevaluation of this issue. I personally do not favor the 

solution of lumping all concerned taxa, as Cistothorus in particular seems such a well-defined 

genus, and its inclusion in Troglodytes would create a much more disparate and perhaps 

morphologically undiagnosable genus. Knowledge of the relationships of Ferminia seems to still 

be in flux; although it looks much like a long- and wedge-tailed Troglodytes, considerable 

uncertainty remains. In addition, the issue of clade age as compared to other wren genera 

summarized in the proposal suggests that the multigeneric treatment that includes the 

recognition of Nannus would be more appropriate in this family, whereas recognition of a broad 

Troglodytes would probably mean that several other genera now recognized in Troglodytidae 

should be reconsidered for lumping. The fact that clade age of an expanded Troglodytes is 
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comparable to that of Polioptila and Sitta might suggest to some (but by no means all) that 

reevaluation of those broad genera is in order. 
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2026-B-8  N&MA Classification Committee   p. 336 

 

Treat West Indian Woodpecker Melanerpes superciliaris as two or more species 

 

Effect on NACC: 

 

If successful, this proposal would increase the number of species recognized for the NACC area 

by from one to three, and result in one or more territory/country-specific endemic species.  

 

Background:  

 

The Melanerpes woodpecker of Grand Cayman was described as Centurus caymanensis Cory, 

1886 and was considered a distinct species by some until at least 1974 (Clements 1974). 

However, by the second edition of Clements (Clements 1978), it was lumped into West Indian 

Woodpecker Melanerpes superciliaris of Cuba, the Bahamas, and Cayman Islands (or Bahama 

Woodpecker, as Clements and others called it, or Great Red-bellied Woodpecker by Short 

1982). In 1886, Cory could not have applied the BSC, and he described no fewer than 13 new 

taxa from the Cayman Islands as species in the same paper, so his description of caymanensis 

at the level of species carries little weight. For the genus Centurus (now part of Melanerpes), his 

1 Jan 1886 list of the birds of the West Indies (Cory 1886a) listed only Centurus superciliaris, as 

none of the other taxa now considered subspecies were described until later that year. Lowe 

(1911) called caymanensis ñ[p]eculiar to and resident on Grand Caymanò, and Bangs (1916) 

considered caymanensis a ñstrongly characterized island speciesò endemic to Grand Cayman. 

Cory (1892, 1919) treated not only caymanensis as a distinct species but also granted species 

status to nyeanus Ridgway, 1886 of San Salvador (formerly Watlingôs Island), Bahamas, and 

blakei Ridgway, 1886 (the latter including bahamensis Cory, 1892, in his 1919 paper) of Abaco 

and Grand Bahama, respectively. (The first two of these were described by Ridgway in the 

same volume, nyeanus on p. 336 and blakei on p. 337.) Thus, the only subspecies of 

superciliaris recognized by Cory (1919) were the nominate of Cuba and the somewhat smaller 

murceus Bangs, 1910 of the adjacent Isle of Pines (now Isla de la Juventud). Much more 

recently, two further subspecies were described from cays south of Cuba, florentinoi Garrido, 

1966, and sanfelipensis Garrido, 1973, but these are not now accepted as valid, having been 

lumped with murceus by Short (1982), followed by, e.g., Kirkconnell et al. (2020). 

 

Notably, despite the drastic lumping enacted throughout the Petersô Checklist series, including in 

Centurus, Peters (1948) continued to treat caymanensis as a separate species, while he treated 

the Bahamian and Isle of Pines taxa as subspecies. This is despite the fact that Bond was 

already treating caymanensis as a subspecies in his first definitive book on birds of the West 

Indies (Bond 1936), although without providing any justification, as well as in his first and 

subsequent editions of his regional checklist (Bond 1940) and all editions of his field guide 

(Bond 1947 and following).  

 

Selander and Giller (1963) expressed surprise that Peters (1948) would not have lumped 

caymanensis with superciliaris. They stated that nyeanus of San Salvador, bahamensis of 

Grand Bahama, and blakei of Abaco bridge the gap between superciliaris and caymanensis, 

and that they therefore ñsee no course but to regard the whole complex as a single species, 

although one might justifiably entertain doubts as to whether the most dissimilar forms, 
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superciliaris and caymanensis, would interbreed and successfully exchange genes if they were 

brought into sympatryò.  With this statement, Selander and Giller (1963) appear to have supplied 

the most detailed published rationale for the lumping of caymanensis. Soon thereafter, Short 

(1974) referred to sound recordings from Grand Cayman as being of superciliaris. Thus, by the 

6th edition of the AOU Checklist (AOU 1983), when the West Indies were first included, 

caymanensis was generally accepted as a subspecies of superciliaris, as it now is treated by all 

global checklists (e.g., Clements et al. 2024, Gill et al. 2025, AviList Core Team 2025). 

 

Below, for ease of reference, is the current version of Clements et al. (2025), followed by a draft 

(subject to change) of the proposed infraspecific changes in taxonomy for 2026. (Note: ñWest 

Indian Woodpecker (Cuban)ò is a tentative group name only.) 

 

Clements et al. (2025): 

 
Clements et al. (2026) (draft): 

 
 

Short (1982), when discussing subspecies of superciliaris, granted that ñ[m]ost distinct among 

the races is caymanensis of Grand Caymanò. Indeed, most measurements as given by Winkler 

et al. (1995) overlap little if at all sex-for-sex between superciliaris and caymanensis, especially 

for bill, but measurements are not provided therein for the other taxa. In fact, all the other taxa 

are smaller, often much smaller, than Cuban nominate superciliaris (Winkler et al. 1995, Askins 

et al. 2020).  

 

The most obvious difference between caymanensis and other subspecies of superciliaris is the 

lack of black over the eye in the former. This is glaringly obvious, and gives them a very different 

appearance reminiscent of a Red-bellied Woodpecker. However, Short (1982) stated that the 

black area is ñusuallyò absent in caymanensis, implying that it sometimes occurs, and there is 

described variation in this among other subspecies (based on museum specimens), with 

nyeanus of San Salvador (formerly Watlingôs Island) said to often have little black over the eye. 

Although the possibly extinct bahamensis of Grand Bahama is usually synonymized with San 

Salvador nyeanus (e.g. Clements et al. 2025, Gill et al. 2025), following Short (1982), despite 

the major and interrupted range gap (by blakei from the Abacos) between them, bahamensis 
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had more black over the eye than does nyeanus (Hayes 2006; PCRôs examination from three 

FMNH bahamensis specimens). Shortôs (1982) rationale for the counterintuitive lumping of 

bahamensis with nyeanus was ñthese are a trifle longer billed and a bit paler below, averaging 

less black on the head of males, but otherwise seem identical with Grand Bahama specimens, 

and the latter do not merit separate status nomenclaturally (as ñbahamensisò). Henceforth in this 

proposal we will refer to San Salvador birds as nyeanus, and Grand Bahama birds as 

bahamensis. However, consistent differences between bahamensis and blakei seem unclear, 

and validity of the former requires substantiation, but it clearly should not have been 

synonymized with nyeanus. The other differences (besides lack of black above eye) for 

caymanensis that have been enumerated by various authors seem more minor and variable, 

and easily accommodated as a subspecies, and so on the face of it, it seems understandable 

that they have been universally lumped since the late 1970s. 

 

Below is a selection of typical females (males differ in having a more extensive red crown) for 

each extant taxon mapped onto a range map from Birds of the World (originally from Lynx 

Edicions/BirdLife International): 

 

 
 

 

New information: 

 

Hayes (2006) commented on the distinctiveness of some taxa currently placed within 

Melanerpes superciliaris sensu lato (s.l.), and Kirwan et al. (2019) considered caymanensis a 

ñ[d]istinctive woodpeckerò, placing it in its own group as ñCayman Woodpecker Melanerpes 

[superciliaris] caymanensisò, with a listing of plumage differences. However, they stated with 

respect to voice ñ[n]o known differences from West Indian Woodpeckerò. The HBW volumes and 

illustrated checklist (del Hoyo and Collar 2014), and thus the work by Kirwan et al. (2019) and 
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illustrations accompanying Askins et al. (2020), which all used the same excellent illustrations 

by Hilary Burn, however, did not include illustrations of nyeanus, but rather of the less 

distinctive-appearing blakei.  

 

 

Vocalizations: 

 

Very few recordings have been available online of caymanensis, and even fewer of blakei and 

nyeanus (and none of bahamensis), but there are many of nominate superciliaris. However, on 

a short May 2014 trip to Grand Cayman, PCR sound-recorded multiple caymanensis 

(recordings now on ML). 

 

What these recordings show is that, despite their overall similarity, nominate superciliaris has 

distinctly and notably lower-pitched kwirr and chatter calls than does caymanensis. There is 

some variability in both taxa, likely representing lower-pitched calls from larger males in both; in 

some cases in which two birds are calling, one is distinctly lower-pitched, but whether this is a 

sexual difference of course needs corroboration. In any case, there does not seem to be overlap 

between the higher-pitched superciliaris and the lowest-pitched caymanensis. This difference is 

entirely expected, given the major size difference between the nominate and caymanensis. 

Similarly, though based on much smaller sample sizes, the calls of blakei and nyeanus are also 

notably higher-pitched than those of the nominate. Again, this seems clearly related to their 

smaller body sizes than for the nominate. See sonagrams below.  

 

Centurus clade vocal comparisons.---In the Centurus group of Melanerpes (not including the 

similar-looking but aberrant Hispaniolan Woodpecker, M. striatus; see Selander and Giller 

1963), calls are for the most part highly conserved. To put putative differences among taxa of 

the M. superciliaris complex in perspective, compilations of each call type in this subgenus are 

presented here. All members of the Centurus clade (including Melanerpes pygmaeus, M. 

chrysogenys, M. rubricapillus, M. hoffmannii, M. uropygialis, M. aurifrons, M. carolinus, M. 

radiolatus, and M. superciliaris) more or less commonly give a short, distinctive call type known 

as the ñkwirrò or ñchurrò call. This is similar in most species, least of all in Golden-cheeked 

Woodpecker M. chrysogenys, which gives just a few, slow notes, whereas Yucatan Woodpecker 

M. pygmaeus, Red-bellied Woodpecker M. carolinus, Jamaican Woodpecker M. radiolatus, and 

West Indian Woodpecker give the fastest, most run-together kwirr calls (somewhat slower in 

caymanensis; see below). There are also distinct overall frequency differences between taxa, as 

mentioned above, that are best visualized in color. All taxa appear to commonly give their 

version of the kwirr call, although none were available on Macaulay Library (ML) or xeno-canto 

(xc) for San Salvador nyeanus. 

 

There is considerably more interspecific variation in the isolated chattery calls (here called kit or 

kitur calls) given by members of the Centurus clade. Some taxa give such calls commonly, and 

others rarely if at all (although scarcity or lack of such recordings on public sites cannot be 

equated with lack of such vocalizations, but they are suggestive). Particularly distinctive chattery 

calls are given by Golden-cheeked, possibly by Yucatan (evidently rarely), Gila (commonly), 

Jamaican (commonly), while these (common) calls of Red-bellied and Golden-fronted are 

similar to each other, and less so in southern (ñVelasquezôsò) populations. These calls of 

Hoffmannôs and Red-crowned are also most similar to each other. Those of West Indian 
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Woodpecker differ strikingly among taxa, with San Salvador nyeanus being much higher-pitched 

than Cuban nominate superciliaris, and caymanensis giving slower, more nasal calls (although 

sample size of all these taxa is inadequate). 

 

 
Above, kwirr calls of Centurus clade of Melanerpes, left to right (both rows, same sonagrams in color on 

bottom row): Yucatan Woodpecker M. pygmaeus (mainland; ML428551391, O'Brien), M. pygmaeus 

(Cozumel; ML288371, Boesman); Golden-cheeked Woodpecker (ML252532131, Aguilar); Red-crowned 

Woodpecker M. rubricapillus (ML65113, Schwartz); Hoffmannôs Woodpecker M. hoffmannii 

(ML566816511, Mastromatteo); Gila Woodpecker M. uropygialis (ML44595, Tucker); Golden-fronted 

Woodpecker M. aurifrons (Texas; ML44595, Tucker), Golden-fronted Woodpecker (ñVelasquezôsò group; 

ML536111, Medler); Red-bellied Woodpecker M. carolinus (ML323504401, Herschberger); Jamaican 

Woodpecker (ML164795, Sutton); West Indian Woodpecker (nominate; ML236105, Macaulay), West 

Indian Woodpecker (blakei; ML33097000, Spencer), and West Indian Woodpecker (caymanensis; 

ML33097000, Spencer).  

 

 
Above, kit or kitur (etc.) calls of Centurus clade of Melanerpes, left to right (both rows, same sonagrams in 

color on bottom row): Yucatan Woodpecker (Cozumel; ML609053809, Rasmussen); Golden-cheeked 

Woodpecker (ML402184531, Fuentes); Red-crowned Woodpecker (ML6880, Schwartz); Hoffmannôs 

Woodpecker (ML130884231, Juarez); Gila Woodpecker (ML44679, Tucker); Golden-fronted Woodpecker 

(Texas; ML536110, Barry); Golden-fronted Woodpecker (ñVelasquezôsò; ML20912, Thurber); Red-bellied 



су 

 

Woodpecker (ML410050981, Ellerbusch); Jamaican Woodpecker (ML203962581, Simonite); West Indian 

Woodpecker (nominate; ML630985253, Melo); West Indian Woodpecker (nyeanus; ML423680751 

Akresh); and West Indian Woodpecker (caymanensis; ML214188521, Thierren). 

 

In addition, each species in the Centurus clade gives some version of a long chattery rattle, 

although in the case of some, e.g., Gila, Golden-fronted, and Jamaican woodpeckers,  it takes 

the form of long series of individual, well-spaced, near-identical notes rather than a rattle, but 

seems likely to be homologous as no recordings of rattles were found. All the others, including 

all extant taxa of West Indian Woodpecker, give a rapid rattle, and in the latter these are similar 

except for being lower-pitched in Cuban nominates.  

 

 
Above, rattle calls of Centurus clade of Melanerpes, left to right (both rows, same sonagrams in color on 

bottom row; if longer than 1.5 s, each rattle was trimmed to that length): Yucatan Woodpecker (mainland; 

ML80822801, McGowan), Yucatan Woodpecker (Cozumel; ML84504421, McGowan); Golden-cheeked 

Woodpecker (ML643629041, Hughes); Red-crowned Woodpecker (ML65112, Schwartz); Hoffmannôs 

Woodpecker (ML33874501, Holmes); Gila Woodpecker (ML109063, Keller); Golden-fronted Woodpecker  

(Texas; ML110029991, Marvin); Golden-fronted Woodpecker (ñVelasquezôsò; ML632995048, O'Brien); 

rattle calls continued below. 

 

 
Above, rattle calls of Centurus clade of Melanerpes, left to right (continued; both rows, same sonagrams 

in color on bottom row; if longer than 1.5 s, each rattle was trimmed to that length): Red-belled 

Woodpecker (ML549292, Herschberger); Jamaican Woodpecker (ML164611, Budney); West Indian 
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Woodpecker (Cuba; ML133243, Anderson); West Indian Woodpecker (nyeanus; ML423680761, Akresh); 

West Indian Woodpecker (blakei, ML33097000, Spencer); West Indian Woodpecker (caymanensis, 

ML641118307, Rasmussen). 

Drumrolls of all Centurus species appear to be similar, in being short and of uniform rate and 

amplitude throughout, and thus are not discussed further here. Occasional drumrolls of at least 

some taxa start slowly and accelerate, but samples are too small to comment further.  

 

Vocal comparisons within Melanerpes superciliaris: kwirr calls.ðMeasurements of recordings of 

the kwirr call (note that multiple strophes of the same individual were measured due to low 

sample size of caymanensis, and thus variation is both intra- and inter-individual) show that 

caymanensis differs from nominate superciliaris not only in overall frequency (xᴝlowest frequency  and 

xᴝhighest frequency  1991.7 and 3203, respectively, n=34, SD=196.73 and 385.59 in caymanensis vs. 

xᴝlowest frequency  and xᴝhighest frequency =1656 and 2420, n=23, SD=146.22 and 256.89 in superciliaris), 

but in having fewer elements per strophe (xᴝ=6.53, n=58, SD=0.82 in caymanensis vs. xᴝ=9.60, n 

= 38, SD=1.84 in superciliaris), these being delivered at a slower pace in caymanensis (xᴝ=0.05 

notes/sec, n=46, SD= 0.04 in caymanensis vs. xᴝ=0.03 notes/sec, n=37, SD= 0.06 in 

superciliaris). Strophe length is highly variable in superciliaris, and much less so in the 

caymanensis sample, although the average for the two taxa is similar (xᴝ=0.305, n=60, SD=0.03 

in caymanensis vs. xᴝ=0.31, n=38, SD=0.06 in superciliaris). The whirr strophes of nominate 

superciliaris seem to be of two main types, a longer, lower-pitched, more frequency-modulated 

overall (slightly rising then falling) version and a shorter, higher-pitched version lacking overall 

frequency modulation. These presumably correspond to male and female, respectively, but 

confirmation is needed; in any case, this accounts for much of the variation in strophe length in 

superciliaris. In addition, the fundamental frequency range of caymanensis is broader-band than 

that of superciliaris (xᴝ=1237 kHz, n=32, SD=288.11 in caymanensis vs. xᴝ=759 kHz, n=23, 

SD=168.44 in superciliaris). Finally, good recordings of caymanensis show up to 4 (sometimes 

5) rather widely spaced harmonics, and rarely show a hint of harmonics below the fundamental 

frequency, whereas superciliaris typically shows fairly strong harmonics below the fundamental 

frequency, with several closely spaced, overlapping harmonics. The strong lower harmonics in 

superciliaris vs. none or nearly none in caymanensis surely contribute towards the distinctly 

lower-sounding kwirr calls in superciliaris. The two kwirr recordings available for blakei (xc48495 

and ML33097000) do not allow robust comparisons but the latter has nine iterations, and all are 

similar. In summary, blakei kwirr calls are slightly longer (xᴝ=0.39, n=10, SD=0.03), and with 

slightly more notes (xᴝ=11.6, n=10, SD=0.70) than for superciliaris but delivered at about the 

same rate (xᴝ=0.03 notes/s, n=10, SD=0.003), much higher-pitched (xᴝlowest frequency  =2319.83, 

n=10, SD=90.70, xᴝhighest frequency  =3406.53, n=10, SD=116.47), and with slightly broader 

bandwidth (xᴝ=0.1086.7, n=10, SD=191.94). Thus, kwirr calls of blakei are more different from 

those of caymanensis than they are from those of superciliaris, except in frequency. (No 

samples of kwirr calls were available for nyeanus.) 

 

Vocal comparisons within Melanerpes superciliaris: isolated chatter or kit calls.ðOf the many 

recordings of Cuban nominate on ML and xc, including many of the rattle call, only a single 

recording (ML630985253, Melo) is of isolated, sporadic kit-type calls given in couplets and a 

triplet. One of the two nyeanus recordings on ML is of a similar call type as the above Cuban 

recording, but much higher-pitched, and mostly in bursts of 4 (range 3-5) notes. In both these 

taxa, the kit-notes are very short and rapidly delivered, almost run-together. In contrast, in the 

small sample of caymanensis recordings there are three that include isolated kit-type calls (each 
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recording differing in detail). The samples are too small for meaningful statistics, but clearly this 

call type is not a common one for nominate superciliaris, and it seems that the notes are more 

rapidly delivered in the other taxa than in caymanensis. 

 

 
Above, typical kwirr calls of Melanerpes superciliaris s.l. taxa (left to right; same calls in color above and 

grayscale below) for nominate superciliaris (ML236105, Macaulay, presumed male then presumed 

female); blakei (ML3397000, Spencer); and caymanensis (ML641114133, Rasmussen). Note the lower 

fundamental frequencies of the male-type superciliaris compared to the others; the fewer elements and 

broader-band frequency range of caymanensis; and the greater number of harmonics in superciliaris than 

in caymanensis (the latter not clear in blakei). 

 

----------------------------------------------------- 

That said, the rattle calls are given by superciliaris in bursts of varying length, usually many but 

sometimes as few as five in a uniform series that intersperses longer series. 

 

Morphology: 

 

Unfortunately, bahamensis of Grand Bahama is very rare or, perhaps more likely, extinct, 

although there are a few fairly recent eBird photo records that are thought to pertain to 

immigrants from nearby Abaco. Bond (1936) listed bahamensis as uncommon in coastal scrub 

on Grand Bahama, but Emlen did not find it in his extensive ecological work on Grand Bahama 

in 1968ï1969, which sampled the range of natural habitats on the island. A period of about 30 
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years with no sightings whatsoever on Grand Bahama of West Indian Woodpecker, despite 

numerous visits by observers, led to the conclusion that bahamensis is probably extinct (pers. 

comm., Bruce Hallett). However, from 2003-2019, there were several reports, including on  

 
Above, kit calls (all those available online, as discussed above) of Melanerpes superciliaris s.l. taxa (left 

to right; same calls in color above and grayscale below) for nominate superciliaris (ML630985253, Melo,; 

nyeanus (ML423680751, Akresh), and three of caymanensis (ML214188521, Thierren; ML651873441, 

Bevier; and ML640974351, Rasmussen). 

 

------------------------------------------------------- 

eBird, of West Indian Woodpecker from the easternmost part of Grand Bahama, McLeanôs 

Town, which is less than 20 miles from Crown Haven, Little Abaco, and these birds were thought 

to be invaders from the Abacos. Following Hurricane Dorian of 2019, which devastated pine 

woods on Grand Bahama and the northern half of the Abacos, there have not been further 

records of West Indian Woodpecker from Grand Bahama (pers. comm., Bruce Hallett). 

 

Black mark over eye.ðPhotos confirm the variability of black over the eye in nyeanus, and its 

limited extent. Here, for example, is a male with a moderate amount of black (some have more): 

https://ebird.org/checklist/S65732977, and a male with very little: 

https://ebird.org/checklist/S44110952. None of the photos of nyeanus from San Salvador seem 

to show birds that completely lack black feathering over the eye, but it is clearly variable in that 

taxon. Short (1982) stated that the ñbroad black area over eyes in most races, [is] reduced in 

nyeanus and usually absent in caymanensisò (but see following section regarding the lack of 

evidence for black over eyes in caymanensis). 

 

At the time of writing there were 403 ML images (some of them duplicates of the same 

individual) of caymanensis from Grand Cayman. Many of these are excellent, including flight 

shots. As far as PCR could determine, none show any hint of a black area over the eye, but the 

bare skin patch around the eye is rather broad and dark gray or blackish, making the isolated 

eye look especially large. Of 80 FMNH specimens of caymanensis (including the type) 

examined by PCR in September 2025, none showed any black mark over the eye. The 3 

bahamensis (including the type) and 4 blakei in the main FMNH collection have a prominent 

black mark over the eye. Thus, caymanensis is obviously different from all other taxa in this 

https://ebird.org/checklist/S65732977
https://ebird.org/checklist/S44110952
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respect, though as noted above, the black mark can be quite small in nyeanus (which is not 

represented in the FMNH). 
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Upper, three FMNH specimens of bahamensis in dorsal view, showing dark eye patch; lower, three 

FMNH specimens of bahamensis and four of blakei in lateral view, showing dark eye patch. Preparation 

style of the bahamensis specimens makes the eyepatch difficult to appreciate from the side. 

Rear crown in females.ðOf 28 adult female caymanensis in FMNH (based on lack of red on 

crown), most showed at least a few dark spots on the crown, which are the feather bases 

showing through. In contrast, most females in photos do not show any dark spots, with the 

crown appearing smoothly pale gray, so this difference is likely an artifact of preparation and 

preservation, but here (e.g., ML149919441) is one that does show this feature. The two female 

bahamensis and two female blakei in FMNH all show an incomplete but gray-speckled black 

hindcrown band, whereas the 6 female superciliaris in FMNH have the black hindcrown band 

very pronounced and broad, despite being variably gray-speckled in some.  

 

  
 
About half of the FMNH specimens of caymanensis, showing grayish crown of most females and buffy, 

narrowly barred mantles of both sexes. 

https://macaulaylibrary.org/asset/149919441
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Upper, FMNH specimens of superciliaris showing broad black crown bands of females and mostly 

strongly black-and-white mantles of both sexes. (A partially leucistic individual is in the lower left.) Lower, 

three bahamensis (left) and four blakei, showing partly black crown band of females and strikingly black-

and-white, rather broad barring above. 
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Narial tufts.ðThe nasal tufts of caymanensis are only lightly tinted reddish or hardly different 

from the surrounding buffy-whitish feathers, while these are usually conspicuous and bright red 

in superciliaris and nyeanus, variable in bahamensis (two of four FMNH specimens have these 

large and bright red, the other two have minimal red) and paler or barely evident in Abaco 

blakei. 

 

Bill size.ðThe bills of caymanensis and the Bahamian taxa are shorter, usually distinctly so, 

compared to the nominate, and that of caymanensis was termed ñdisproportionately shorterò by 

Short (1982), although this does not seem obvious especially when compared to photos of 

nyeanus.  

 

Mantle.ðThe mantle of caymanensis typically has a buffier background color than all the other 

taxa, and the black bars are typically narrower than the buffy ones, in more extreme cases 

appearing almost flicker-like above (see dorsal photos above). In particular, the black mantle 

bars of the four FMNH blakei are especially broad compared to those of caymanensis. There is 

some variability, however, and while not every specimen is clearly different from the others in 

both of these characters, in combination, the buffy and narrowly banded upperparts of 

caymanensis contribute to the impression of a drabber, less conspicuously marked bird than the 

others.  

 

Wing patch.ðThe white wing patch in the primaries of nominate superciliaris is bold and 

obvious (e.g.,  ML77299651,  ML617824856, ML450659191), while in the other taxa it is much 

less evident due to the black bands running through it and black outer webs in both sexes, and 

thus is not really a patch at all, just an area of somewhat broader white bands (e.g. 

ML638892276, ML638892275, ML636505007). A common display of the nominate in Cuba is 

wing-flashing (e.g. ML634074796, ML632562420; pers. obs. JLD and L. M. D²az), and this has 

evidently not been described for caymanensis, nor would it likely be very effective as a signal, 

given the relative drabness of the underwing pattern (e.g., ML638853837, ML636505008; see 

also photo in Bradley and Rey-Millet 2013: 172). 

 

Underwing linings.ðPhotographs of the underwings of flying caymanensis show it to have buffy 

underwings, but specimen preparation style precludes checking this character in skins. 

Photographs of nominate superciliaris show the underwing linings to be notably whiter, creating 

a bolder pattern. This taxon (nominate superciliaris frequently displays the wing pattern, holding 

them open for a short time (pers. obs. JLD). 

 

Underparts.ðThree features of the underparts of both sexes typically distinguish caymanensis, 

as well as bahamensis and blakei, from nominate superciliaris. First is the drabber and more 

uniform overall underparts color of caymanensis, usually lacking any hint of yellowish 

surrounding the belly patch; nominate superciliaris often has a strong wash of yellowish, though 

it is quite variable in this respect. Second, the reddish belly patch is notably paler in 

caymanensis than in nominate superciliaris of both sexes; this is evident from the series at 

FMNH but is usually difficult to observe in photographs of live birds. And third, the barring on the 

flanks of caymanensis is extensive but weak compared to the notably stronger, black and 

whitish flanks barring in nominate superciliaris. Both bahamensis (n=4) and blakei (n=4) are 

similar to caymanensis rather than nominate superciliaris in the first two characters, whereas 

these specimens of blakei have intermediate-strength flank barring. 

https://macaulaylibrary.org/asset/77299651
https://macaulaylibrary.org/asset/617824856
https://macaulaylibrary.org/asset/450659191
https://macaulaylibrary.org/asset/638892276
https://macaulaylibrary.org/asset/638892275
https://macaulaylibrary.org/asset/636505007
https://macaulaylibrary.org/asset/634074796
https://macaulaylibrary.org/asset/632562420
https://macaulaylibrary.org/asset/638853837
https://macaulaylibrary.org/asset/636505008
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Tail pattern.ðKirwan et al. (2019) described caymanensis as having a ñmore evenly barred tail 

with white reaching outer webs of central pair of feathersò. However, all taxa are highly variable 

in the amount of white in the tail, according to ML photos and in FMNH specimens. San 

Salvador nyeanus seems to show considerably more black and less barring in the tail (e.g., 

ML49538791, ML545161791) than caymanensis especially, but this should be validated with 

specimens.  

 

Biometrics.ðOlson et al. (1990) considered nyeanus, with their male specimen weighing just 

77.5 g, well within the size range of ñdiminutiveò caymanensis (males 68ï81 g, females 63ï78 g; 

Olson et al. 1981), as opposed to nominate superciliaris, for which they gave weights of 111 g 

(male), 83 g (female), and 106 g (female?) (Olson 1985). 

 

Osteology.ðOlson et al. (1990) reported that (based on a single specimen) nyeanus has the 

posterior margin of the palatines truncate instead of slender and tapered as in series of 

nominate superciliaris and caymanensis.  

 

 
 

About half of the FMNH specimens of caymanensis showing relatively drab underparts, with relatively 

weak flank barring. 

https://macaulaylibrary.org/asset/49538791
https://macaulaylibrary.org/asset/545161791

